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V-1 Introduction

The HIV-1/SIVcpz protein alignments are based on the com-
plete genome nucleotide alignment, but in some cases a few
sequences were removed because they were too short to be in-
formative (especially in Nef), had many stop codons or a prob-
lematic segment of amino acids. As with the other alignments
in this compendium, they are intended to display the genetic
variation of the world-wide HIV epidemic in a compact form.
They are annotated in more detail than the complete genome
nucleotide alignment.
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HIV-1/SIVcpz Proteins Annotated features

V-2 Annotated features

Features of HIV-1 annotated in the alignment that follows.

Feature Protein Location
Gag start, pl7 start Gag 1
membrane binding Gag 1-30
phosphorylation site Gag 112
pl7 end Gag 132
p24 start Gag 133
CyPA binding Gag 205-241
major homology region Gag 285-304
p24 end Gag 364
p2 start Gag 365
p2 end Gag 377
p7 start Gag 378
Zn motif Gag 392-404
Zn motif Gag 413-425
p7 end Gag 432
pl start Gag 433
pl end Gag 448
po start Gag 449
Vpr binding Gag 455-460
Vpr binding Gag 489-494
p6 end, Gag end Gag 501
Pol start Pol 1
Gag-Pol TF start Pol 1
Gag-Pol TF end Pol 56
protease start Pol 57
protease end Pol 155
p66, p51 RT start Pol 156
M41L Pol 196
= D67N Pol 222
N K70R Pol 225
y D110 catalytic site Pol 265
% polymerase motif Pol 337-342
> T215Y Pol 370
K219Q Pol 374
p51 RT end Pol 595
p15 RNase H start Pol 596
p66 RT, p15 Rnase Hend  Pol 715
p31 Integrase start Pol 716
p31 Integrase end Pol 1004
Pol end Pol 1004
Vif start Vif 1
Vif end Vif 193
Vpr start Vpr 1
oligomerization Vpr 1-41
amphipathic o-helix Vpr 17-33
H(S/N)RIG motifs Vpr 71-83
frameshift in HXB2 Vpr 72
Vpr end in HXB2 Vpr 79
Vpr end Vpr 98
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Feature Protein Location Page

Tat start Tat 1

C-rich region Tat 22-37

nuclear localization Tat 49-57

exon 1 end Tat 72

exon 2 start Tat 73

Tat end Tat 102

Rev start Rev 1

exon 1 end Rev 25

exon 2 start Rev 26

NLS Rev 34-49

Leu-rich effector domain ~ Rev 75-83

Rev end Rev 117

Vpu start Vpu 1

transmembrane domain Vpu 1-27

cytoplasmic domain Vpu 28-82

a-helix Vpu 43-51

phos Vpu 53

phos Vpu 57

a-helix Vpu 58-70

Vpu end Vpu 83

Env start Env 1

signal peptide end Env 30

gp120 start Env 31

glycosylation NVT Env 88-90

CD4 binding Env 124

Vi Env 131-156

glycosylation NDT Env 136-138

glycosylation NSS Env 141-143

glycosylation NCS Env 156-158

V2 Env 158-196

glycosylation NIS Env 160-162

glycosylation NDT Env 186-188 %
glycosylation NTS Env 197-199 ‘T
CD4 binding Env 196 E
glycosylation NKT Env 230-232 —_
glycosylation NGT Env 234-236 >
glycosylation NVS Env 241-243 I
glycosylation NGS Env 262-264

glycosylation NFT Env 276-278

CD4 binding Env 279

glycosylation NTS Env 289-291

glycosylation NCT Env 295-297

V3 Env 296-331

glycosylation NNT Env 301-303

V3 tip Env 312-315

glycosylation NNT Env 339-341

glycosylation NKT Env 356-358

CD4 binding Env 365

V4 Env 385-418

glycosylation NST Env 386-388

glycosylation NST Env 392-394

glycosylation NST Env 397-399

glycosylation NNT Env 406-408
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Feature Protein Location
CD4 binding Env 425
glycosylation NIT Env 448-450
CD4 binding Env 455
V5 Env 460-471
glycosylation NES Env 463-465
CD4 binding Env 469
fusion peptide Env 512-527
gp120 end Env 511
gp4l start Env 512
immunodominant region Env 588-607
glycosylation NAS Env 611-613
glycosylation NKS Env 616-618
glycosylation NHT Env 624-626
glycosylation NYT Env 637-639
transmembrane domain Env 685-704
gp41 cytoplasmic tail start  Env 705
glycosylation NGS Env 750-752
glycosylation NAT Env 816-818
cytoplasmic tail end Env 857
gp4l end Env 857
Env end Env 857
Nef start Nef 1
myristoylation Nef 2-7
acidic cluster Nef 62-65
poly-P helix Nef 69-78
phosphorylation Nef 77-81
HXB2 premature Nef end  Nef 124
normal Nef end Nef 207

V-3 Sequences

:IZE Sequences included in the HIV-1 protein alignments.

Y

% Name Accession  Proteins Author Reference

>

@ B.FR.83.HXB2 K03455 All Wong-Staal, F. Nature 313(6000):277-284 (1985)
A1.CD.97.97CD_KCC2 AMO000053  All Vidal, N. ARHR 22(2):182-187 (2006)
A1.CM.08.886_24 KP718928 All Luk, K.-C. PLoS One 10(11); e0141723

(2015)

A1.CY.08.CY236 JF683783 All Kousiappa, I. ARHR 27(11); 1183-99 (2011)
A1.IN.09.NARI_FLS_IVC19_1 KT152839 Al Pandey, S.S. ARHR 32(5); 489-502 (2016)
A1.KE.11.DEMA111KE002 KF716474/ All Sanchez, A.M. J Immunol Methods 2014

Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014

Jan 19
A1.RU.11.11RU6950 JX500694 All Baryshev, P.B. ARHR 30(6); 592-7 (2014)
A1.RW.11.DEMA111RW002 KF716472  All Sanchez, A.M. J Immunol Methods 2014

Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

A1.SN.01.DDI579 AY521629, All Meloni, S.T. J Virol 78(22):12438-12445 (2004)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM000053
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP718928
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683783
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT152839
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716474
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500694
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716472
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY521629

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
A1.UG.11.DEMA110UG009 KF716486/ All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
A1.ZA.04.503_15344_T10_Al KT183312 All Hertz, T. Unpublished
A2.CD.97.97CDKTB48 AF286238 All Gao, F. ARHR 17(8):675-688 (2001)
A2.CM.01.01CM_1445MV GU201516/ All Carr, J.K. Retrovirology 2010 Apr 28;7:39
doi: 101186/1742-4690-7-39
A2.CY.94.94CY017_41 AF286237  All Gao, F. ARHR 17(8):675-688 (2001)
B.BR.10.10BR_RJ032 KJ849801 All Pessoa, R. Transfusion 55(5); 980-90 (2015)
B.CA.07.502_1191_03 JF320424 All Rolland, M. Nat Med 17(3); 366-71 (2011)
B.CH.08.M2_0803101_NFLGS8 KC797225  All Castro, E. AIDS 28(12); 1840-4 (2014)
B.CN.12.DEMB12CNO006 KP109511|  All Hora, B. Unpublished
B.CU.14.14CU005 KR914676  All Blanco, M. Unpublished
B.ES.14. ARP1195 KT276255  All Cuevas, M.T. Unpublished
B.FR.11.DEMB11FR001 KF716496  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/§jim201401004 Epub 2014
Jan 19
B.HT.05.05HT_129389 EU839602| All Nadai, Y. PLoS ONE 4(3):E4814 (2009)
B.JP.12.DEMB12JP001 KF716498  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/§jim201401004 Epub 2014
Jan 19
B.KR.07.HP_18_07JHS10_3909 KJ140263 All Kim, B.-R. Haemophilia 21(1); el-11 (2015)
B.RU.11.11RU21n JX500708  All Baryshev, P.B. Unpublished
B.SE.12.SE600057 KP411828 All Grossmann, S. J Int AIDS Soc 2015 Jun
25;18:20035 doi:
107448/1AS18120035 eCollection
2015
B.TH.10.DEMB10TH002 KP109514  All Hora, B. Unpublished
B.US.13.RV_1 KT284371] All Rassler, S. Unpublished %
B.ZA.09.DEMB09ZA022 KP109515] All Hora, B. Unpublished T
C.BR.07.DEMCO07BR003 JX140663 All Sanchez, A.M. J Immunol Methods 2014 QE_’
Jul;409:117-30 doi: -
101016/jjim201401004 Epub 2014 >
Jan 19 I
C.BW.00.00BW5031_1 AF443115 All Novitsky, V. J Virol 76(11):5435-5451 (2002)
C.CN.10.YNFL19 KC870038  All Wei, H. Unpublished
C.CY.09.CY260 JF683803 All Kousiappa, I. ARHR 27(11); 1183-99 (2011)
C.ES.14. ARP1198 KT276258  All Cuevas, M.T. Unpublished
C.ET.02.02ET_288 AY713417, All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.IN.09.T125_2139 KC156210 All Parrish, N.F. PNAS USA 110(17); 6626-33
(2013)
C.KE.05.05KE369195V4 KT022371  All Billings, E. PLoS ONE 10(8):E0135124 (2015)
C.MW.09.703010256_CH256.w96 KC156214, All Parrish, N.F. PNAS USA 110(17); 6626-33
(2013)
C.SE.13.SE600311 KP411835 All Grossmann, S. J Int AIDS Soc 2015 Jun
25:;18:20035 doi:
107448/1AS18120035 eCollection
2015
C.TZ.08.707010457_CH457.w8 KC156220 All Parrish, N.F. PNAS USA 110(17); 6626-33
(2013)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716486
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT183312
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU201516
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286237
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849801
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC797225
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109511
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KR914676
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT276255
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ140263
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500708
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP411828
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109514
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT284371
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109515
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140663
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF443115
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870038
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683803
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT276258
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156210
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT022371
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156214
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP411835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156220
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Sequences

Name Accession  Proteins Author Reference

C.US.11.17TB4_4GS8 KF526226  All Ho, Y.-C. Cell 155(3); 540-51 (2013)

C.YE.02.02YES511 AY795906/ All Saad, M.D. ARHR 21(7):644-648 (2005)

C.ZA.12.DEMCI12ZA096 KP109517  All Hora, B. Unpublished

C.ZM.11.DEMC11ZMO006 KF716467  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.CM.10.DEMD10CMO009 JX140670  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.CY.06.CY163 F1388945 All Kousiappa, I. ARHR 25(8); 727-40 (2009)

D.KE.11.DEMD11KE003 KF716476  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.KR.04.04KBH8 DQO054367  All Cho, Y.-K. ARHR 29(4); 738-43 (2013)

D.SN.90.SE365 AB485648  All Takekawa, N. Unpublished

D.TZ.01.A280 AY?253311] All Arroyo, M.A. ARHR 20(8):895-901 (2004)

D.UG.10.DEMD10UG004 KF716479  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.UG.11.DEMD11UG003 KF716480  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.YE.02.02YES516 AY795907  All Saad, M.D. ARHR 21(7):644-648 (2005)

D.ZA.90.R1 EF633445  All Jacobs, G.B. ARHR 23(12):1575-8 (2007)

F1.AO0.06.AO_06_ANG32 FJ900266 All Guimaraes, M.L. Retrovirology 6, 39 (2009)

F1.AR.02.ARE933 DQ189088  All Aulicino, P.C. ARHR 21(2):158-164 (2005)

F1.BR.07.07BR844 FJ771010 All Sanabani, S.S. Virol J 2009 Jun 16;6:78

F1.BR.10.10BR_PE107 KJ849782  All Pessoa, R. PLoS One 9(11); 112674 (2014)

F1.BR.10.10BR_RJO15 KI849791 All Pessoa, R. Transfusion 55(5); 980-90 (2015)

F1.CY.08.CY222 JF683771 All Kousiappa, 1. ARHR 27(11); 1183-99 (2011)

F1.ES.02.ES_X845_4 FJ670516 All Fernandez-Garcia, ARHR 25(11):1187-1191 (2009)

A.

F1.ES.11.VA0053_nfl KJ883138 All Delgado, E. PLoS ONE 10(11):E0143325
(2015)

F1.RO.96.BCI_R0O7 AB485658  All Takekawa, N. Unpublished

F1.RU.08.D88_845 GQ290462  All Fernandez-Garcia, ARHR 25(11):1187-1191 (2009)

A.

F2.CM.02.02CM_0016BBY AY371158 All Kijak, G.H. ARHR 20(5):521-530 (2004)

F2.CM.10.DEMF210CMO001 JX140672 All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

F2.CM.10.DEMF210CM007 JX140673 All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/§3im201401004 Epub 2014
Jan 19

G.CM.07.920_49 KP718923  All Luk, K.-C. PLoS One 10(11); 0141723

(2015)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF526226
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109517
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716467
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716476
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ054367
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485648
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253311
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716479
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795907
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF633445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ900266
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ189088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ771010
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849782
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849791
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670516
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ883138
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ290462
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371158
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140672
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140673
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP718923

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
G.CM.10.DEMG10CMO008 JX140676  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
G.CM.10.DEURF10CMO020 KP109502  All Hora, B. Unpublished
G.CN.08.GX_2084_08 JN106043 All Liu, W. Zhonghua Liu Xing Bing Xue Za
Zhi 34(1); 53-6 (2013)
G.ES.09.X2634_2 GU362882| All Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
G.ES.14.ARP1201 KT276261  All Cuevas, M.T. Unpublished
G.GH.03.03GH175G AB287004  All Takekawa, N. Unpublished
G.KE.09.DEMGO09KEO001 KF716477, All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/§jim201401004 Epub 2014
Jan 19
G.NG.09.09NG_SC62 JN248593 All Charurat, M. J Infect Dis 205(8); 1239-47 (2012)
G.PT.x.PT3306 FR846409  All Freitas, F.B. ARHR 2012 Sep 25
H.BE.93.VI991 AF190127, All Janssens, W. AIDS 14(11):1533-1543 (2000)
H.BE.93.VI997 AF190128 All Janssens, W. AIDS 14(11):1533-1543 (2000)
H.CFE.90.056 AF005496  All Gao, F. J Virol 72(7):5680-5698 (1998)
H.GB.00.00GBAC4001 FJ711703 All Holzmayer, V. ARHR 25(7):721-726 (2009)
J.CD.97.J_97DC_KTB147 EF614151 All Abecasis, A.B. J Virol 81(16):8543-8551 (2007)
J.SE.93.SE9280_7887 AF082394|  All Laukkanen, T. ARHR 15(3):293-297 (1999)
J.SE.94.SE9173_7022 AF082395 All Laukkanen, T. ARHR 15(3):293-297 (1999)
K.CD.97.97ZR_EQTBI11 AJ249235 All Triques, K. ARHR 16(2):139-151 (2000)
K.CM.96.96CM_MP535 AJ249239  All Triques, K. ARHR 16(2):139-151 (2000)
01_AE.AF.07.569M GQ477441 Al Sanders-Buell, E. ARHR 26(5):605-608 (2010)
01_AE.CM.11.1156_26 KP718930, All Luk, K.-C. PL0S One 10(11); e0141723
(2015)
01_AE.CN.12.DE00112CNO11 KP109508 All Hora, B. Unpublished
01_AE.HK.04.HK001 DQ234790 All Tsui, S.K.W. Unpublished
01_AE.IR.10.10IR. THR48F AB703616  All Jahanbakhsh, F. ARHR 29(1); 198-203 (2013)
01_AE.JP.11.DE00111JP003 KF859741| All Sanchez, A.M. J Immunol Methods 2014 %
Jul;409:117-30 doi: ‘D
101016/§jim201401004 Epub 2014 j
Jan 19 .
01_AE.SE.11.SE601018 KP411841  All Grossmann, S. J Int AIDS Soc 2015 Jun >
25;18:20035 doi: T
107448/T1AS18120035 eCollection
2015
01_AE.TH.10.DE00110THO001 KP109513| All Hora, B. Unpublished
01_AE.TH.90.CM240 Us54771 All Carr, J.K. J Virol 70(9):5935-5943 (1996)
01_AE.US.05.306163_FL JX863920  All Heipertz, R.A. Jr. ARHR 29(10):1310-1320 (2013)
02_AG.CM.10.DE00210CMO013 KF859739| All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/§jim201401004 Epub 2014
Jan 19
02_AG.ES.06.P1423 EU884501| All Fernandez-Garcia, ARHR 25(1); 93-102 (2009)
A.
02_AG.GW.05.CC_0048 F1694792 All Vinner, L. APMIS 119(8); 487-97 (2011)
02_AG.KR.12.12MHR9 KF561435 All Cho, Y.-K. Unpublished
02_AG.LR.x.POC44951 AB485636  All Baesi, K. PLoS One 9(9); 105098 (2014)
02_AG.NG.09.09NG_SC61 JN248592  All Charurat, M. J Infect Dis 205(8); 1239-47 (2012)
02_AG.NG.x.IBNG 1.39106 All Howard, T.M. ARHR 10(12):1755-1757 (1994)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140676
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN106043
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU362882
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT276261
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287004
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716477
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN248593
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FR846409
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190128
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ711703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF614151
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082395
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477441
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP718930
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109508
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ234790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB703616
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF859741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP411841
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109513
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX863920
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF859739
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU884501
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ694792
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF561435
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485636
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN248592
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106
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HIV-1/SIVcpz Proteins

Sequences

Name Accession  Proteins Author Reference
02_AG.SE.11.SE602024 KP411845/ All Grossmann, S. J Int AIDS Soc 2015 Jun
25;18:20035 doi:
107448/1AS18120035 eCollection
2015
02_AG.SN.98.98SE_MP1211 AJ251056  All Toure-Kane, C. ARHR 16(6):603-609 (2000)
02_AG.US.06.502_2696_FLO01 JF320297 All Rolland, M. Nat Med 17(3); 366-71 (2011)
03_AB.RU.97.KAL153_2 AF193276  All Liitsola, K. ARHR 16(11):1047-1053 (2000)
04_cpx.CY.94.94CY032_3 AF049337  All Gao, F. J Virol 72(12):10234-10241 (1998)
05_DFEBE.x.VI1310 AF193253  All Laukkanen, T. Virology 269(1):95-104 (2000)
06_cpx.AU.96.BFP90 AF064699  All Oelrichs, R.B. ARHR 14(16):1495-1500 (1998)
07_BC.CN.98.98CN009 AF286230  All Rodenburg, C.M. ARHR 17(2):161-168 (2001)
08_BC.CN.97.97CNGX_6F AY008715  All Piyasirisilp, S. J Virol 74(23):11286-11295 (2000)
09_cpx.GH.96.96GH2911 AY093605 All McCutchan, FE. ARHR 20(8):819-826 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  All Koulinska, I.N. ARHR 17(5):423-431 (2001)
11_cpx.CM.95.95CM_1816 AF492624  All Wilbe, K. ARHR 18(12):849-56 (2002)
12_BF.AR.99.ARMA159 AF385936  All Carr, J.K. AIDS 15(15):F41-F47 (2001)
13_cpx.CM.96.96CM_1849 AF460972|  All Wilbe, K. ARHR 18(12):849-56 (2002)
14_BG.ES.05.X1870 F1670522 All Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
15_01B.TH.99.99TH_MU2079 AF516184  All Viputtijul, K. ARHR 18(16):1235-1237 (2002)
16_A2D.KR.97.97KR004 AF286239  All Gao, F. ARHR 17(8):675-688 (2001)
17_BF.AR.99.ARMAO038 AY037281] All Carr, J.K. AIDS 15(15):F41-F47 (2001)
18_cpx.CU.99.CU76 AY586540  All Thomson, M.M. AIDS 19(11):1155-63 (2005)
19_cpx.CU.99.CU7 AY894994  All Casado, G. JAIDS 40(5):532-537 (2005)
20_BG.CU.99.Cul03 AY586545 All Sierra, M. JAIDS 45(2):151-160 (2007)
21_A2D.KE.99.KER2003 AF457051  All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
22_01A1.CM.01.01CM_0001BBY |AY371159 Al Kijak, G.H. ARHR 20(5):521-530 (2004)
23_BG.CU.03.CB118 AY900571| All Sierra, M. JAIDS 45(2):151-160 (2007)
24_BG.ES.08.X2456_2 F1670526 All Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
25_cpx.CM.02.1918LE AY371169 All Kijak, G.H. ARHR 20(5):521-530 (2004)
26_AU.CD.02.02CD_MBTB047 FMS877782 All Vidal, N. ARHR 25(8):823-832 (2009)
27_cpx.FR.04.04CD_FR_KZS AMSBS51091 All Vidal, N. ARHR 24(2):315-321 (2008)
28_BF.BR.99.BREPM 12609 DQO085873  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
29 _BF.BR.01.BREPM16704 DQO085876  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
31_BC.BR.04.04BR142 AY727527 Al Sanabani, S. ARHR 22(2):171-176 (2006)
32_06A1.EE.01.EE0369 AY535660 All Adojaan, M. JAIDS 39(5):598-605 (2005)
33_01B.ID.07.JKT189_C AB547463  All SahBandar, I.N. ARHR 27(1); 97-102 (2011)
34_01B.TH.99.0UR2478P EF165541 All Tovanabutra, S. ARHR 23(6):829-833 (2007)
35_AD.AF.07.169H GQ477446/ All Sanders-Buell, E. ARHR 26(5):605-608 (2010)
36_cpx.CM.00.00CMNYU830 EF087994|  All Powell, R.L. ARHR 23(8):1008-1019 (2007)
37_cpx.CM.00.00CMNYU926 EF116594) All Powell, R.L. ARHR 23(7):923-933 (2007)
38_BF1.UY.03.UY03_3389 FJ213783 All Ruchansky, D. ARHR 25(3); 351-6 (2009)
39_BF.BR.04.04BRRJ179 EU735535| All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
40_BF.BR.05.05BRRJ055 EU735537, All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
42_BF.LU.06.luBF_18_06 EU170139, All Struck, D. ARHR 31(5); 554-8 (2015)
43_02G.SA.03.J11223 EU697904| All Badreddine, S. ARHR 23(5):667-674 (2007)
44_BF.CL.00.CH80 FJ358521 All Delgado, E. ARHR 26(7); 821-6 (2010)
45_cpx.FR.04.04FR_AUK EU448295  All Frange, P. Retrovirology 2008 Aug 1;5:69 doi:
101186/1742-4690-5-69
46_BF.BR.07.07BR_FPS625 HMO026456/ All Sanabani, S.S. Virol J 2010 Apr 16;7:74 doi:
101186/1743-422X-7-74
47_BF.ES.08.P1942 GQ372987 All Fernandez-Garcia, ARHR 26(7); 827-32 (2010)
A.
43_01B.MY.07.07MYKTO021 GQ175883 All Li Y. JAIDS 54(2):129-136 (2010)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP411845
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ251056
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320297
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193253
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF064699
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286230
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY008715
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY093605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF289548
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF492624
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF385936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF460972
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670522
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF516184
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037281
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586540
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY894994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586545
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457051
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371159
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670526
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM877782
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM851091
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085873
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085876
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727527
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY535660
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB547463
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF165541
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477446
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF087994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF116594
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ213783
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735535
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735537
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU170139
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU697904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ358521
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU448295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM026456
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ372987
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ175883

w
£
9]
L
©)
L
o
0
=
T

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
49_cpx.GM.03.N26677 HQ385479  All de Silva, T.I. Retrovirology 7(1):82 (2010)
50_A1D.GB.10.12792 JN417240  All Foster, G.M. PL0oS One 9(1); e83337 (2014)
51_01B.SG.11.11SG_HMO021 JN029801 All Ng, O.T. ARHR 28(5); 527-30 (2012)
52_01B.MY.03.03MYKLO018_1 DQ366664  All Tee, K.K. JAIDS 43(5):523-529 (2006)
53_01B.MY.11.11FIR164 JX390610  All Chow, W.Z. J Virol 86(20):11398-11399 (2012)
54_01B.MY.09.09MYSB023 JX390976  All Ng, K.T. J Virol 86(20):11405-11406 (2012)
55_01B.CN.10.HNCS 102056 JX574661 All Han, X. Genome Announc 1(1):E00050-12
(2013)
56_cpx.FR.10.URF5_patient_A JN882655 All Leoz, M. AIDS 25(11):1371-1377 (2011)
57_BC.CN.09.09YNLX19sg KC899008  All Han, X. PLoS ONE 8(5):E65337 (2013)
58_01B.MY.09.09MYPR37 KC522031 Al Chow, W.Z. PLoS ONE 9(1):E85250 (2014)
59_01B.CN.09.09LNA423 JX960635  All An, M. J Virol 86(22); 12402-6 (2012)
60_BC.IT.11.BAV499 KC899079  All Simonetti, F.R. Infect Genet Evol 2014
Apr;23:176-81 doi:
101016/jmeegid201402007 Epub
2014 Mar 3
61_BC.CN.10.JL100010 KC990124  All Li, X. Genome Announc 2013 Jun 27;1(3)
pii: €00326-13 doi:
101128/genomeA00326-13
62_BC.CN.10.YNFL13 KC870034  All Wei, H. ARHR 30(4):380-383 (2014)
63_02A1.RU.10.10RU6637 JN230353 All Baryshev, P.B. Arch Virol 157(12); 2335-41 (2012)
64_BC.CN.09.YNFL31 KC870042  All Hsi, J. ARHR 30(4); 389-93 (2014)
65_cpx.CN.10.YNFLO1 KC870027  All Feng, Y. ARHR 30(6); 598-602 (2014)
67_01B.CN.11.ANHUI_HF115 KC183779  All Wu, J. PLoS ONE 8(1):E54322 (2013)
68_01B.CN.11.ANHUI_WH73 KC183782  All Wu, J. PLoS ONE 8(1):E54322 (2013)
69_01B.JP.05.05JPMYC113SP420 [LC027100 All Kusagawa, S. Genome Announc 2015 May
28;3(3) pii: e00196-15 doi:
101128/genomeA00196-15
70_BF1.BR.10.10BR_PE004 KJ849758  All Pessoa, R. PL0S One 9(11); e112674 (2014)
71_BF1.BR.10.10BR_PE008 KJ849759  All Pessoa, R. PL0S One 9(11); e112674 (2014)
72_BF1.BR.10.10BR_MG002 KJ671534 Al Pessoa, R. Genome Announc 2(3):e00386-14
(2014)
74_01B.MY.10.10MYPR268 KRO19771  All Cheong, H.T. PLoS ONE 10(7):E0133883 (2015)
0O.BE.87.ANT70 1L.20587 All Vanden J Virol 68(3):1586-1596 (1994)
Haesevelde, M.
0.CM.98.98CMA104 AY169802, All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.98.98CMABB141 AY 169807, All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.98.98CMABB212 AY169804| All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.98.98CMU5337 AY 169808  All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.99.99CMU4122 AY169815 All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.FR.92.VAU AF407418  All Vartanian, J.P. J Gen Virol 83(Pt 4):801-805
(2002)
0.GA.11.11Gab6352 JX245015 All Liegeois, F. ARHR 29(7); 1085-90 (2013)
0.SN.99.99SE_MP1299 AJ302646 ~ All Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
0.US.10.LTNP JN571034  All Buckheit, R.W.3. ARHR 30(6); 511-513 (2014)
N.CM.02.DJO0131 AY532635 All Bodelle, P. ARHR 20(8):902-908 (2004)
N.CM.02.SJGddd GQ324959 Al Vallari, A. ARHR 26(1):109-115 (2010)
N.CM.04.04CM_1015_04 DQO017382  All Yamaguchi, J. ARHR 22(1):83-92 (2006)
N.CM.06.U14296 GQ324962  All Vallari, A. ARHR 26(1):109-115 (2010)
N.FR.11.N1_FR_2011 IN572926  All Delaugerre, C. Lancet 378(9806); 1894 (2011)
P.CM.06.U14788 HQ179987 All Vallari, A. J Virol 85(3); 1403-7 (2011)
P.FR.09.RBF168 GUI111555 All Plantier, J.-C. Nat Med 15(8); 871-2 (2009)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ385479
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN417240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN029801
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ366664
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX390610
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX390976
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX574661
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN882655
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC899008
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC522031
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX960635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC899079
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC990124
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870034
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN230353
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870042
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC183779
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC183782
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=LC027100
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849758
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849759
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ671534
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KR019771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20587
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169802
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169807
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169804
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169808
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169815
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF407418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX245015
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302646
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN571034
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY532635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017382
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324962
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN572926
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ179987
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU111555

HIV-1/SIVcpz Proteins Sequences

Name Accession  Proteins Author Reference
CPZ.CD.90.ANT U42720 All Vanden Virology 221(2):346-350 (1996)
Haesevelde, M.M.

CPZ.CM.05.SIVcpzLB7 DQ373064  All Keele, B.F. Science 313(5786):523-526 (2006)

CPZ.CM.09.Ptt_09Cam155 FR686511  All Etienne, L. Retrovirology 8(1):4 (2011)

CPZ.TZ.06.TANS JN091691 All Rudicell, R.S. J Virol 85(19); 9918-28 (2011)

CPZ.US.85.US_Marilyn AF103818| All Gao, F. Nature 397(6718):436-441 (1999)

GOR.CM.07.SIVgor2139_287 F1424866 All Takehisa, J. J Virol 83(4):1635-1648 (2009)

GOR.CM.12.S1Vgor_BQID2 KP004991  All D’arc, M. PNAS USA 112(11); E1343-52
(2015)

GOR.CM.13.SIVgor_BPID15 KP004990  All D’arc, M. PNAS USA 112(11); E1343-52
(2015)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FR686511
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN091691
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF103818
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ424866
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP004991
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP004990

w
£
9]
L
©)
L
o
0
=
T

HIV Sequence Compendium 2016: HIV-1 Proteins 321



(44%

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI

-
e

e

NN

.97.97CD_KCC2
886_24

108.CY236
09 NARI_FLS IVC19 1
-11:DEWATLIKEQDZ

.RU.11.11RU6950
.RW.11.DEMA111RWO02
DI579

.D
.11.DEMA110UG609
.04.503 15344 T10_Al
.97.97CDKTB48  ~
.01.01CM 1445MV
.94.94CY017_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
DEMC12ZA096

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

.11.DEMC11ZM006

.DEMD10CMO0O9

=
oo
Is)

.06.CY163
.11.DEMD11KE00O3
.04.04KBH8
.90.SE365

1.A280
.DEMD10UG004

.10
. %.DEMD11U6003

.02YE516
.R1

06.A0 06 ANG32
-ARE933
-07BRB44
.10BR PE107
-10BR_R1015
“ES X845 4
-VAB053 nfl
'BCT_R07

-DEMF210CM067

.07.920 49
.10.DEMG10CM0O08
.10.DEURF10CM0O20
.08.GX 2084_08
.09.X2634 2~
.14.ARP1201

.03.03GH175G
.09.DEMGO9KEOO1
.09.09NG_SC62
.X.PT3306
.93.VI991
.93.VI997
.90.056
.00.00GBAC4001
.97.] 97DC_KTB147
.93.5E9280~7887
.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535

.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

membrane binding

Gag start, pI7 start

MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEIKDTKEALDKIEEEQ
RM MR---SA---T---K----oneneneees Kemmmmmmmaee L

ARDR RARRRXARARRR XARRNXARXXR
>r—H> PRI XAPII>X PNOO>>0>0>

sulsjoid L-AlIH

K-DV-
--K--VQ

- R
--5---N-VK-I-

phosphorylation site

..................... KKA

N bbfobbfobb;nbbfob
<1 HA—— 0 mAA—AA—A———

JID=Y=Y=YSYYYSYYSISYYSy<IN
A A~~~ -

IR [ )

MM
— S

oi oA
P=Y=Y=Y=) Qx:(:ﬁ P=YSE SYSYSYSISYSYSYyS
= =

- B =y =3
A A<D A~ A~ A~ =1

OBoDo 1 DO DD IO DOM DO

Db bhbvnon -

surjolg ZdIAIS/T-ATH

sjuwugI Y



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

o
=
=]
7]

membrane binding

Gag start, pI7 start
A

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

C.CN.98.98CNOO9
_BC. CN 97 97CNGX 6F

(R
[ttt

OWOOOWIO OO
2o

252
I=3
o
[
o)
~

=

Ui

wo
©
o
-
=
@
—

R WN RO O®NRUIEWNNNNNRN
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
47" gF.Es.e .P1942

4 1B.MY. 7.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB. 0.12792

5 1B.SG.11.115G HMO21
52701B.MY.03.03MYKLO18 1
53701B.MY.11.11FIR164 ~
54”01B.MY.09

= .MY.09.09MYSBO23
55"01B.CN.10.HNCS102056

ANHUI HF115
HUI WH73
05JPMYC1135P420.
10BR_PE004
10BR”PE0O8

. 10BR"MG00O2
747018, MY 19 10MYPR268

[
o
[SYSTv e cy

~
N
=]
S
=
@
=
-
@

0. .
U.CM.98.98CMA1®4
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

SII8-IIIT-SK--A-
s

HIV-1 Proteins

“LME---5T-
-LME---SA-

VDI--P- IV--F--ICV
-A-K G F--L-V-W

K .
-DS-Q--W-AIVV-W---N-YK-G--QQ-IQ-LK-VM.
--S»Q--W--I»V W---N-FKVE--QQ-IQ-LR--K.

-I-V-W---N- FKVG--QQ IQ-LR-VM.

<<<<< <<<

OOOO nn

~lpg- Q--w--LVV-W---K-»--S--QO»IT

IR-P-TT--F--ICV- M- --KGEK- - - -EQ-VKTVKIKY
S IN-K--F--IVWV
-G----F--L-V-W---5D o --00- -EQLKK

X?vn DI RRZAP> ARARARNRD X

W---NGFR N--OQ IO LK-VM.
-W---N--KVE--QQ-IQ-LK-VM.
-W---N-YK-G--QQ-IQ-LK-VM...

---DG-Q--W--LVV-W- - -R-VD-5--QQ-IT-WK- -M.

phosphorylation site

KKA

'bbb?bbgbbbbbb
A A<

s
e

oo

e T
e e ko)

T ™ T T

A== =

! bbb oo oo o

N

DDDEBDREDT LLOOLLLED: DEBVLONNN

wnhmohninn :

S

geo

surjold ZdIAIS/T-ATH



14

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMTATNTTM OU000000D00 NOOOONNONNOONNO O 0IT0 0000 T0 0o 00 0 00 00 0 00 00 07

-
e

NN

e

.97.97CD_KCC2
886_24

.08.CY236
.09.NARI FLS IVC19 1
.11.DEMAT11KE002
.11.11RU6950
.11.DEMA111RW002
.DDI579
.11.DEMA110UG609
.04.503 15344 T10_Al
.97.97CDKTB48  ~
.01.01CM 1445MV
.94.94CY017_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
DEMC12ZA096

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

.11.DEMC11ZM006
.10.DEMD106CMO0O9

.06.CY163
.11.DEMD11KE00O3
.04.04KBH8
.90.SE365

1.A280
.DEMD10UG004

.10
. %.DEMD11U6003

.02YE516
.R1

.A0_06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

“ES X845 4
-VABO53 Afl
.BCI_RO7

-DEMF210CM067

.07.920 49

.10.DEMG10CM0O08
.10.DEURF10CM0O20
.08.GX 2084_08
.09.X2634 2~
.14.ARP1201

.03.03GH175G
.09.DEMGO9KEOO1
.09.09NG_SC62
.X.PT3306
.93.VI991
.93.VI997
.90.056
.00.00GBAC4001
.97.] 97DC_KTB147
.93.5E9280~7887
.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535

.569M
‘1156 26
.DEOOT12CNO11
“HKOOL

"10IR, THRA4SF
.DEO111]POO3
'SE601018
-DE00116THOO1
.CM240
1306163 FL
-DE00210CMO13
'P1423
.CC_0048

pl7 endvp24 start

..Q
R

RARRXXRXRXXXX U

ARRXRXRRXXRAX

sulsjoid L-AlIH

OOOOOOOOOO
ZzzzXz=z=z=z==

CyPA binding

V. .. .SQNYPIVQNIQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKET INEEAAEWDRVHPVHAGPTAPGQMREPRGSDIAGTTSTLQEQIGWMT . .
------ e

NNPPI.PVGEIYKRWIILGLNKIVRMYSPTSILD

284

BN NI NI EIEIND DIRD IR EIBIIIND DN IIIINI I DI NI NI B I NIEI LD DI IIRI DI I NI LD BB NINIEI DI I NI DI I NI NI DI NI BN NI DI DI I DI DI I EI DI DI I I DD IR I II DI DI I DI DI DI B

RROO

3

0%

0%

[

000 000
S=SOEEXEERELEE OO EEO FEES OQEOEVREED OSORRSO~SURENS— ERWEXELEED REORSE=A—0R00—=0 ESEJOEERDREOEERR] SSO—=ORNLISEEORE

surjolg ZdIAIS/T-ATH

gen



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

STe

B.FR.83.HXB2

OWOOOWIO OO

R WN RO 0ENRUEWNNNNNON
@

I
=]
-
-

.K
.L
N

[ttt

2alal
e

o
60
_BC. C

R.12.12MHR9
R.x.P0C44951
G.09.09NG_SC61

u. AL

CY.94, 94CY032_3
E.x.VI1310
.AU.96.BFP90
N.98.98CNOO9

N. 97 97CNGX 6F

.TH.99.99TH MU2079

6_A2D.KR.97.97KR004

17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB
24iBG.ES.08.X2456 2

26_A

25" ¢ XECM 02.191

8LE
02.02CD MBTBO47

CM.00.00CMNYU830

37 _cpx.CM.00.00CMNYU926

45~ cpx.FR. 04 04FR_AUK

477BF .ES.0
0

07MEKT021

. 2792
.5G.11.11SG HMO21
.MY.03.03MYKLO18 1
.MY.11.11FIR164 ~

.MY.09.09MYSBO23
.CN.10.HNCS102056

ANHUI HF115

[
o
-
oNRRO: -
>

10BR”PE0O8
.Bl . 10BR"MG00O2
MY 19 10MYPR268

=
-
@

.98CMA1®4

.98CMABB141

.98CMABB212
98CMU5337

199CMU4122
2.VAU

.11Gab6352

.99SE_MP1299
0.LTNP™

.DJ00131

.5JGddd

.04CM 1015 04
.U14296

.N1_FR 2011
.U14788
.RBF168

.90.ANT
.05.5IVcpzLB7
.09.Ptt_09Caml55
.06.TANS
.85.US_Marilyn
.07.SIVgor2139 287
.12.5IVgor BQID.
.13.SIVgoriBPID15

NHUI WH73
05JPMYC1135P420.
10BR_PE004

..QV.

ARRXRX: XARXXX

pl7 endvp24 start

SONYPIVONIOGQMVHOAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPODLNTMLNTVGGHOAAMOMLKETINEEAAEWDRVHPVHAGPIAPGQMREPRGSDIAGTTSTLOEOIGWMT
T M---T T L.

o

Zzzzzz=z=z=z===
I H I H

HIV-1 Proteins

A < H

T 00 >O0ND <<<<<<<<=<<

CyPA binding

-NNPPI.PVGEIYKRWIILGLNKIVRMYSPTSILD

284

00

DREIEI DD DI I I 21D NI\)NNI\)NNI\)NNI\)NI\)NNI\)NNI\)NNI\)NNI\)NNI\)NNI\)NI\)NNI\)NNI\)NNI\)NNI\)NNI\)NNI\)NNNNNNNNNNNNNNNNNNNNNNN;
RSISHC S ICRATATS TS TATA T TATA T I S SO SO TSN S S S I SIS T AN S S S SO TAN SIS eSS AN R I STA AT W ERA T N S AT S TSN S S S SO KA N RSN S0 S A Y N S SOt SIS atvo e

geo

surjold ZdIAIS/T-ATH



L14Y

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2
A1.CD.97.97CD_KCC2
886_24

A1.CY.08.CY236
AI.IN.09.NARI FLS IVC19 1
ALLKE' 11 DENATLIKEOZ

.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.01.DDI579
A1.UG.11.DEMA110UG609
.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

10BR_RJ032

502 1191 03

M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 87JHS10_3909
1RU21n -

SE600057

DEMB10THO02

RV 1

DEMBO9ZA022

DEMCO7BROO3

00BW5031_1

Y260
ARP1198

SE600311

707010457 CH457.w8
17TB4_4G8~

02YEST1
.12.DEMC12ZA096
ZM.11.DEMC11ZM006
.DEMD10CMO0O9

.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8

SN.90.SE365
1.A280
.10.DEMD10UG0O04
UG. %.DEMD11U6003

.02YE516
.R1

06.A0 06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

N
>
D
NHEOWOUIONAOOON OWONKHNNUIRABRNOND
Horn< = =

o NN
=E=r
e
© =N

e

“ES X845 4
-VABO53 Afl
.BCI_RO7

MMM OO0D0D0D0000D0 monnnnnnnnnnO0O 000000 0o 0o o 0o to 0o 0o to 0o o o
~
N

il
e

_n
NN

.02CM_0016BBY
.DEMF210CM001
F .DEMF210CM00O7
G.CM.07.920 49
G.CM.10.DEMG10CMOO8
G.CM.10.DEURF10CM0O20
G.CN.08.GX 2084 _08
G.ES.09.X2634 2~
G.ES.14.ARP1201

G. .03GH175G
G.KE.09.DEMGOIKEOO1
G.NG.09.09NG_SC62
G.PT.x.PT3306
H

H

H

H

J

J

J

K

K

0

0

.BE.93.VI991
.BE.93.VI997
.CF.90.056
.GB.00.00GBAC4001
. 7.J _97DC_KTB147
.SE.93.SE9280_ 7887
.SE.94.SE917377022
.CD.97.97ZR EQTB11
.CM.96.96CM_MP535
.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

sulsjoid L-AlIH

major homology region

TRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTILKALGPAATLEEMMTACQGVGGPGHKARVLAEAMSQUT
cKemmmm e Foseommnn ToDoepeeDeieeece R---AG

______

nuLLLLLLOLLWN

p24 endvp2 start

[a¥alalalalalala)
nnn

a0 bin

R
OO ITOTOOD

L oTTol LTIk

p2 endvp7 start

. .SAT..IMM.QRGNF..

Zn motif Zn motif

.RKIVKCFNCGKEGHTARNCRAPRKKGCWKCGKEGHQMKDCT. . .
K ..

p7 end

E.

RQAN

surjolg ZdIAIS/T-ATH

gen



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

LTE

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61

(R
[Qlatatatatay

OWOOOWIO OO
2o
c
[
oo
~o
7<U1
o
—N
=
N
o
©
o
-n
-
@
=

“RU; 53
gx CY.94,94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90
~BC.CN.98.98CNOOY
“BC.CI 07 97ClGX 6F

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003

22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

257c x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115

o

o
=
CeUIRRe- -

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
CPZ.TZ.06.TANS
CPZ.US.85.US_Marilyn
GOR.CM.07.SIVgor2139 287
GOR.CM.12.SIVgor_BQID
GOR.CM.13.SIVgoriBPID15

HUI WH73
05JPMYC1135P420.
10BR_PE004

major homology region

IRQGPKEPFRDYVDRFYKTLRAEQASOEVKNWMTETLLVQNANPDCKTILKALGPAATLEEMMTACQGVGGPGHKARVLAEAMSOVT .........

DO 1! >

OO0 | TONT OO0 DO OO

HIV-1 Proteins

<HS<<<<<<<

p24 endvpz start

-AAANQASQELKGGY. . .
-AAANQANQDLKGGY. . .

SDLKGGY...
DLKGGY. ..

bbbbobb z

p2 endvp7 start

. .SAT..IMM.QRGNF. .RNQ.
. im----..-G-.-T.I
T

L-K--A.

Zn motif

Zn motif

RKIVKCFNCGKEGHTARNCRAPRKKGCWKCGKEGHOMKDCT...
P...

HEC e

HiHH

-K- GNNQGIK.
-QN. .P-K. -

RARX

=

.GKV-
M. G

IS
]
2

geo

surjold ZdIAIS/T-ATH



1149

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI

-
e

e

NN

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

=
oo
Is)

.DEMC11ZM006
.DEMD10CMO0O9
.CY163
.DEMD11KE003
04KBH8

.SE365

.A280
.DEMD10UG004
.DEMD11UG003

.02YE516
.R1

06.A0 06_ANG32
ARE933

.920 49
.DEMG10CMO08
.DEURF10CM020
.GX 2084 08
.X2634 27
.ARP1201
.03GH175G
.DEMGO9KEOO1
. 09ING_SC62
.X.PT3306

.VI991
.VI997

1956

. 00GBAC4001

.J 97DC_KTB147
SE9280°7887
'SE917377022
.97ZR EQTB11
196CM_MP535

1 start
FLGKIWPS.YK.....

.97CD_KCC2
.886_24
.CY236

.NARI FLS IVC19 1
.DEMA111KE002

. 11RU6950
.DEMA111RW002
.DDI579
.DEMA110UG0609
.503 15344 T10_Al
.97CDKTB48 "
.01CM 1445MV
.94CYD17_41
10BR_RJ032

502 1191 03

M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10TH002
RV 1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 Q-
707010457 CH457.w8 --
17TB4_4G8~

02YEST1
DEMC12ZA096

.07BR824
.10BR_PE107
.10BR_RJ015

“ES X845 4
-VABO53 Afl
.BCI_RO7

-DEMF210CM067

.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

DEMBO9ZA022 ~ ------
DEMCO7BROO3  ------
00BW5031_1

IIIIIIT Z==Z=Z0ZZ000L0nn=

pl endvp6 start
GRPGNFLQSRP.E

UUUUUUUITUUUUD

sulsjoid L-AlIH

Vpr binding

R

VUVDVUD CUUVTVOO!

VUVDVU VVOVUVDTVM O + ¢ VCOVOVOVC VO mOTVD ¢ +0r 1

spll
Pl
L.,
P!
SL..
Bl
DL
L

vUOUoOrorrr

DHD: DIWDIDINIR X

o3

o;- I

o

o= e

.LY. .PLTSLRSLFGNDPSSQ*

Kl
Q

surjolg ZdIAIS/T-ATH

gen



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

6C¢

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61

(R
[ttt

OWOOOWIO OO
2o
c
[
I=3
o
[
o
—N
=
N
o
©
o
-n
-
@
=

“RU; 53
gx CY.94,94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90
C.CN.98.98CNOO9
“BC.CI 07 97ClGX 6F

R WN RO O®NRUIEWNNNNNRN
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003

22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115

o
[
o
=
oNRRO: -
PRI TP et
> =2 =

10BR”PE0O8
. 10BR"MG00O2
747018, MY 19 10MYPR268

~
N
=]
S
=
@
=
-
@

0. .
U.CM.98.98CMA1®4
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
CPZ.TZ.06.TANS
CPZ.US.85.US_Marilyn
GOR.CM.07.SIVgor2139 287
GOR.CM.12.SIVgor_BQID
GOR.CM.13.SIVgoriBPID15

NHUI WH73
05JPMYC1135P420.
10BR_PE004

1 start
FLGKIWPS.YK

R 'S
---RF--P.

pl endvp6 start
GRPGNFLQSRP.E

<
>hIThhnnosT

Vpr binding

HIV-1 Proteins

. .ESFRSGVE.

A < i o

3

D0 = A

i H<ZH

= . .
RIODHD ZZZONZZZ=Z= + R+ HH 1 H

-EEEMTOQNK. .
-EDEMTRDK. .

-IYQEEHK.

-EGEKEMR.
VMK-K-.N.
»EEEVTQSR

v VU O

' XD DO o

' 1 1 TVVUVVVVUD! + T VO O T

- T T A - X

' DUV DUV VOO

.G.
.G.
.G.
.G.
..G.

.KQEPI.
--OREEPRD

Z=Z=ZZ DO VO TOOHNT ZMW

'—q'z'z'z'z'z'x'—c'z'z mmms o o oD

E
.E.
E.
E
N

Vpr binding
p6 end, Gagend

.LY..PLTSLRSLFGNDPSSO*
. K

oxuni =V LR
275 T : :

S--P

. T

" QEKTENS- -P
.QEKTENS--P
.QERTENS--P
.QERTENS--P
E..K-.-

ARSI
O
G

geo

surjold ZdIAIS/T-ATH



(1139

971(7 wnipuadwo)) duanbag ATH

101d T-AIH

SUId

sulsjoid L-AlIH

Pol start
:Gag—Pol TF start Gag-Pol TF enUrotease start
B.FR.83.HXB2 FFREDLAF.LQ..... GKAREFSSEQT. ..G.TV..SFNFPQVTLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMSLPGRWKPKMIGGIGGFI 110
A1.CD.97.97CD_KCC2 SocoN---. .RE---L-P-R-. .PAI. RVE
A1.CM.08.886_24 . -GP. E
A1.CY.08.CY236 ..P.

A1.IN.09.NARI FLS IVC19 1
Al.KE.11.DEMAT11KE002
.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.01.DDI579
A1.UG.11.DEMA110UG609
Al.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

TVTVUVUVTVT OO0

R T I T T R

HP 18 87JHS10_3909
1RU21n -

SE600057

DEMB10THO02

RV 1

DEMBO9ZA022

DEMCO7BROO3

00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
.12.DEMC12ZA096
ZM.11.DEMC11ZM006
.DEMD10CMO0O9

.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8

SN.90.SE365
1.A280
.DEMD10UG004

TVTVOTVUVVUUVOT VTVTVUTVTD

SI-K
SN
N

N
>
o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

o NN
=E=r
e
© =N

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI
-
N
N> O

UG.10

UG.11.DEMD11UG0O03 11

YE.02.02YE516 - - 1
.R1 09
1. 06.A0 06_ANG32 14
1. .ARE933 10
1. .07BR844 16
. .10BR PE107 10
.10BR"RJ0O15 {8
.ES X845 4 - 12
.VABO53_nfl - 10
1 .BCI_RO7 - 10
F1l 845 - 10
F2 . 0016BBY P 10
F2 .DEMF210CM001 ..P 15
F2. .DEMF210CM00O7 P 09
G.CM.07.920 49 P 09
G.CM.10.DEMG10CMOO8 P 09
G.CM.10.DEURF10CM0O20 P 09
G.CN.08.GX 2084 _08 P 14
G.ES.09.X2634 2 P 14
G.ES.14.ARP1201 P 09
G.GH.03.03GH175G P 10
G.KE.09.DEMGOIKEOO1 P 08
G.NG.09.09NG_SC62 ..P 09
G.PT.x.PT3306 P 09
H.BE.93.VI991 v 08
H.BE.93.VI997 P 08
H.CF.90.056 - 09
H.GB.00.00GBAC4001 - 08
J.CD.97.] 97DC_KTB147 ..P. 108
J.SE.93.5E9280_ 7887 P 108
J.SE.94.SE917377022 ..P. 108
K.CD.97.97ZR_EQTB11 e 110
K.CM.96.96CM_MP535 P 110
0 .07.569M .T. 10
0 .11.1156 26 Pl 09
.12.DEOOT12CNO11 T 08
.04.HKOO1 T 07
.10.10IR.THR48F 02
.11.DE00111JP0OO3 T 09
.11.5E601018 ST 10
.10.DE0O110THOO1 ST 10
.90.CM240 T 15
.05.306163 FL ST 08
.10.DE00210CMO13 P 10
.06.P1423 ..P. 10
.05.CC_0048 P 08

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

1€€

B.FR.

OWOOOWIO OO

R WN RO O®NRUIEWNNNNNRN
@

I
=]
-
-

6_A
17”8

21°A

22°01A1.CM.01. B%gM 0001BBY

23°B
247B!
25c
26_A

83.HXB2

.KR.12.12MHR9

.LR.x.P0C44951

.NG.09.09NG_SC61

.NG.x.IBNG

.SE.
N.9

.u .
AL153
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

C.CN.98.98CNOO9
_BC. CN 97 97CNGX 6F

[ttt

2o
252

2D.KR.97.97KRD04
F.AR.99.ARMAO38

ule3
20 . KE. 99, KER2003

G.CU.03.CB
G.ES.08.X2456 2
x.CM 02.191

px.CM. 00 00CMNYUS30
X .CM.00 . 00CMNYU926

X.FR. 04 04FR_AUK

F.ES.0 2
07MEKT021

. 2792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1

1B.MY.11.11FIR164

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

o

o
=
CeUIRRe- -
PEIEEe Bkl

'n
=
@
= =
-
@

18. MY 19 10MYPR268

.98.98CMA1®4

.98.98CMABB141

.98.98CMABB212

.98.98CMU5337

.99.99CMU4122
2.VAU

GA.11.11Gab6352

.99.99SE_MP1299
0.LTNP™

CM.02.DJ00131

.5JGddd
CM.04.04CM 1015 04

CM.06.U14296
FR.11.N1 FR 2011
CM.06.U14788
FR.09.RBF168

.CD.90.ANT

.CM.05.SIVcpzLB7

.CM.09.Ptt 09Caml55
TAN5

.US.85.US Marilyn
-C1.07.5IVgor2139 287
'CM.12.5TVgor BQID.
.CM.13.SIVgoriBPID15

.TH.99.99TH MU2079

8LE
D.02.02CD MBTBO47

ANHUI HF115
HUI WH73
05JPMYC1135P420.
10BR_PE004
10BR”PE0O8
. 10BR"MG00O2

Pol start

:Gag—Pol TF start
FFREDLAF.LQ.....

ZzZznzz=z=z=z====
OO0 T VO VOO TOOOD

0O0O0TO ' OTVOOOOTOTVTTVOOOTTVO ! T

VTVOTVVOOTUVOUVUVT: OTVOOT

.HE--QLCA-TS.
.HE--Q-YA-TS.
.RE--QLYA-TS.

.RET--LPPDNN.
.RET-KLPPDNN.
.QE--QLCT-TS.

QE--QLCT-TS.

RE--QLCA-AS.
.HE--QLCA-AS.
QE--QLCA-AS.

VQT- -LCA-GG
-KL-

R- --O-CA
VQT--LCA-H
.KET--LPGK-E.

o<r<<<<mo-H o

HIV-1 Proteins

[

Va4

. .GGGSEGTG.
. .GGSSEGTG.
. .GGNDEGT - .
. .GGDSKGAG.
GGGS

. GGGKEGT -

. .GRDDEGA- G
. GGGSAET-

. .GGGRDDPGQ. .

I - R - N R RN

o

7 vt Bl uERHTT

> 404N

TL40 0 ey

EET-.

EGT -

MMEOMM MMMmOMMmMmMmmm

GGGGDDSEQ. .

. .GGGRKGDE .
. .GGSDERKG.E. .
..GGGGSDPEQ. .......... ...t

R

> 00000 e

& ®e dmmmm VOV VBV VXTIV XOX

ZMAMMMOZXM | DHD

Gag-Pol TF en(i/protease start
...G.TV. .SFNFPQVTLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMSLPGRWKPKMIGGIGGFI
I R I

=
M POPDPDODDL

....H IP.
.PGEDRELS P.
.PGEDRELS- P
.PGEDRELS-
.PGEDRELS-P

110

=

Ot D e o
PONOVOCOOOOD

8
08

e 0 0 et 0 1t 0 (0 et et 3 1t 2 1t et o
NOOOOOOROVCOROVAOWEROVDOOONOO!

1od

surjold ZdIAIS/T-ATH



(4%

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI

-
e

e

NN

-
N

.0
X.PT3
.VI991
V1997
0.056

. 00GBAC4001
7.] 97DC KTB147
SE9280°7887
'SE917377022
.97ZR EQTB11
196CM_MP535

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

=
oo
Is)

.97CD_KCC2
.886_24
.CY236

.NARI FLS IVC19 1
.DEMA111KE002

. 11RU6950
.DEMA111RW002
.DDI579
.DEMA110UG0609
.503 15344 T10_Al
.97CDKTB48 "
.01CM 1445MV
.94CYD17_41
10BR_RJ032

502 1191 03

M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FRO01

T 1293
HP 18 87JHS10_3909

1RU21n -

SE600057
DEMB10THO02
RV 1
DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260
ARP1198

02ET 288
T12572139
05KE369195V4
SE600311

707010457 CH457.w8
17TB4_4G8~

02YEST1
DEMC12ZA096

.DEMC11ZM006
.DEMD10CMO0O9
.CY163
.DEMD11KE003
. 04KBH8
.SE365

.A280
.DEMD10UG004
.DEMD11UG003

.02YE516
.R1

06.A0 06_ANG32
ARE933

-07BRB44
.10BR PE107
-10BR_R1015
“ES X845 4
-VAB053 nfl
'BCT_R07

-DEMF210CM067

.920 49
.DEMG10CMO08
.DEURF10CM020
.GX 2084 08
.X2634 27
.ARP1201

.03GH175G
.DEMGO9KEOO1
.09NG_SC62

306

.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

703010256_CH256.w96

sulsjoid L-AlIH

protease en(L/p66, p51 RT start

M41L

K70R
DGIN

D110 catalytic site

H — ]
KVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFPISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGL . KKKKSVTVLDVGDAYFSVPLDEDF
K M S T R . Al

279

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

(3%

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

~BC.CN.98.98CNOOY
_BC. CN 97 97CNGX 6F

(R
[Qlatatatatay

|
OWOOOWIO OO
2o
252
oo
~o
7<U1
o)
~
=
Ui
wo
©
o
-n
-
@
=

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003

22°01A1.CM.01. G%gM 0001BBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

257c x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115

o

o
=
CeUIRRe- -

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

HUI WH73
05JPMYC1135P420.
10BR_PE004

KVROYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTOIGCTLNFPISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTODFWEVOLGIPHPAGL KKKKSVTVLDVGDAYFSVPLDEDF

protease en(L/p66 p51 RT start

xoxxxx;xxxx

E
- -KEFENVK- - -E-REVH- -

K-

HIV-1 Proteins

M41L

K70R
D67N

D110 catalytic site

279

1od

surjold ZdIAIS/T-ATH



pee

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

sulsjoid L-AlIH

K219Q
polymerase motif T215Y
B.FR.83.HXB2 RKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIP
T S| E A Q

A1.CD.97.97CD_KCC2
8.886_24

A1.CY.08.CY236
A1.IN.09.NARI FLS IVC19 1
Al.KE.11.DEMAT11KE002
.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.01.DDI579
A1.UG.11.DEMA110UG609
Al.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
.12.DEMC12ZA096
ZM.11.DEMC11ZM006
.DEMD10CMO0O9

.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8

SN.90.SE365
1.A280
.10.DEMD10UG0O04
UG. %.DEMD11U6003

.02YE516
.R1

06.A0 06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

N
>
o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

o NN
=E=r
e
© =N

e

“ES X845 4
-VABO53 Afl
.BCI_RO7

MMM OO0D0D0D0000D0 monnnnnnnnnnO0O 000000 0o 0o o 0o to 0o 0o to 0o o o
~
N

il
e

_n
NN

.DEMF210CM00O7
.CM.07.920 49
.CM.10.DEMG10CMO08
.CM.10.DEURF10CM0O20
.CN.08.GX 2084 08
.ES.09.X2634 2~
.ES.14.ARP1201

F

G

G

G

G

G

G

G. .03GH175G

G.KE.09.DEMGOIKEOO1

G.NG.09.09NG_SC62

G.PT.x.PT3306

H.BE.93.VI991

H.BE.93.VI997

H.CF.90.056

H.GB.00.00GBAC4001

J.CD.97.] 97DC_KTB147

J.SE.93.5E9280_ 7887

J.SE.94.SE917377022

K.CD.97.97ZR_EQTB11

K.CM.96.96CM_MP535

0 .07.569M

0 .11.1156 26

.12.DEOOT12CNO11

.04.HKOO1

.10.10IR.THR48F

.11.DE00111JP0OO3

.11.5E601018

.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

-H

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

See

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

~BC.CN.98.98CNOOY
_BC. CN 97 97CNGX 6F

(R
[Qlatatatatay

|
OWOOOWIO OO
2o
252
oo
~o
7<U1
o)
~
=
Ui
wo
©
o
-n
-
@
=

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115

o

o
=
CeUIRRe- -

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

HUI WH73
05JPMYC1135P420.
10BR_PE004

K219Q
polymerase motif T215Y

RKYTAFTIPSINNETPGIRYOYNVLPOGWKGSPAIFOSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGOHRTKIEELRQHLLRWGLTTPDKKHOKEPPFLWMGYELHPDKWTVOPIVLPEKDSWTVNDIQKLVGKLNWASOIYPGIKVROLCKLLRGTKALTEVIP 449
F Q A

PLTE--KR--L--E--YQ
-PLTE--KRV-L--E--YK--F
-PLTE--KRV-L--E--YQ--F

-YQ-
PLSE--QRV-K--E--YA--F -K----E-

HIV-1 Proteins

1od

surjold ZdIAIS/T-ATH



9¢€¢

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

sulsjoid L-AlIH

p51RT endvp15 RNase H start

B.FR.83.HXB2 LTEEAELELAENREILKEPVHGVYYDPSKDLIAETQKQGQGQWTYQIYQEPF . KNLKTGKYARMRGAHTNDVKQLTEAVQKI TTESIVIWGKTPKFKLPTQKETWETWWTEYWQATWIPEWEFVNTPPLVKLWYQLEKEPTVGAETFYVDGAANRETKLGKAGYVTNRGR 618
A1.CD.97.97CD_KCC2 .- KK-S- ===« -R-=S-V---VA=czmmmzaemme- Re-ommnn- A- =MD =< oo D-mmmmmm e mesoo e D--- 618
A1.CM.08.886 24 K-5 R--A v L---D

A1.CY.08.CY236
AI.IN.09.NARI FLS IVC19 1
ALLKE' 11 DEMATLIKEDO?

.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.01.DDI579
A1.UG.11.DEMA110UG609
Al.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~

A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41

1.A280

.10.DEMD10UG0O04

UG.11.DEMD11UG0O03
. Z.Q%YESIG

06.A0 06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15
Y222

e
DO T — [

i
I
I
i
i
I
i
1
I
i
1
X 1

B.BR.10.10BR RJ032 1

B.CA.07.502 1191 03 |

B.CH.08.M2 8803101 NFLG8 )

B.CN.12.DEMB12CNOG6 2

B.CU.14.14CU005 i

BIES.14.ARP1193 2

B.FR.11.DEMBI1FREOL

B.HT.05.05HT 129389 |

B.JP.12.DEMBIZIPA0L 2

B.KR.07.HP 18 07JH510 3909 ]

BIRU.11.11RU2In - 2

B.SE.12.5E600857 1

B.TH. 10.DEMB1OTHE02 2

BIUS.13.RV 1 I

B.ZA.89.DEMB09ZA022

C.BR.07.DEMCO7BROO3 1

¢ BW.00.00BW5031 1 1

CICNI10.Y - i

C.CY.89.CY260 5)

C.ES.14.ARP1198

C.ET.02.02ET 288 b

C.IN.09. 71252139

C.KE.05. 05KE369195V4

C M09 763010256 "CH256 .6

C.SE.13.5E60 2

.77, 8.707010457 CH457 w8 i

€lUsi111 2

C:VR: 85 et I

¢ ZA.12.DEMC12ZA096 5)

€. 7M. 11, DEMCI1ZM006 1

D.CM.10.DEMD1OCMOOY 2

D.CY.86.CY163

D.KE.11.DEMD11KEGO3

D.KR.04.04KBHS

DSl 905 365

D!

D!

D

G

r

f

F

F1

F1

F1

F1

Fl1

F

‘ES
VAgogs L
‘BCI_RO

il
e

_n
NN

F .DEMF210CM00O7
G.CM.07.920 49
G.CM.10.DEMG10CMOO8
G.CM.10.DEURF10CM0O20
G.CN.08.GX 2084 _08
G.ES.09.X2634 2~
G.ES.14.ARP1201

G. .03GH175G
G.KE.09.DEMGOIKEOO1
G.NG.09.09NG_SC62
G.PT.x.PT3306
H
H
H
H
J
J
J
K
K
0
0

Drom— = R
NN WRRADUNAIR 0000 AU ATUND ~I~IN0O~TII~I~I~] ~JLI0000000D~T— 00K 001 OOV ~IIIW O— R OCALEUNON—00O A GO~ = I~ 00U 00~ 0000 — LN00~J00O~I Ao

.BE.93.VI991
.BE.93.VI997
.CF.90.056
.GB.00.00GBAC4001
.CD.97.] 97DC_KTB147
.SE.93.SE9280_ 7887
.SE.94.SE917377022
.CD.97.97ZR EQTB11
.CM.96.96CM_MP535
.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

AN RNNDNRNRNDNDNRNND AN DD AAND ANADNRNNNNNND RANDNRANNNRNNDNAND AANNRNNDNRAND AANNARNNDNANNRNNDNNDN NADNRANNDNADNDNANNNND AADNDNNNNDNANNN

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

LEE

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

~BC.CN.98.98CNOOY
_BC. CN 97 97CNGX 6F

(R
[Qlatatatatay

|
OWOOOWIO OO
2o
252
oo
~o
7<U1
o)
~
=
Ui
wo
©
o
-n
-
@
=

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003

22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

257c x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM. 0.00CMNYU§§6

45~ cpx.FR.04.04FR_AUK
47" gF.ES.G .P1942

. .12792
1B.SG.11.11SG HM021
1B.MY.G3.03MYKLO 1
1B.MY.11.11FIR164 ~
lB.MY.09.09MYSB 23
1B.CN.10.HNCS102056

ANHUI HF115

o

o
=
CeUIRRe- -

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

HUI WH73
05JPMYC1135P420.
10BR_PE004

p51RT endvp

15 RNase H start

LTEEAELELAENREILKEPVHGVYYDPSKDLIAEIOKOGQGQWTYOIYQEPF KNLKTGKYARMRGAHTNDVKQLTEAVOKITTESIVIWGKTPKFKLPIOKETWETWWTEYWOATWIPEWEFVNTPPLVKLWYOLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGR
\ K R A--M D

- K-

ARXDXRXDOODOXDD

HIV-1 Proteins

“R--V-V---V-R-
1

IR--ANVI--VSO AT
IR--A-VL--V5Q-A-T
IR--A-VL-RVSQ-A-T
“R--A-VL--V5Q---
I---V-V---VA--G-

IR--V-V----A--

IR--A-VI--VSQ-
IR--A-VI--VSQ-

b

OROOOOOOO00 I X
RRRRRRRARN ¢+ + 1

o=
5=
1 oo

Q=R
VN0~ N0~ 00— P LN 00~ 00 00 00 5 00 00 ANV~ 2 00~ ~I TN 00 00 ~I~T U 00 TN~ ~J = 00 S 00~ 00 00 00 00 00 00 00

00

SRR

BEPORRARRERER 0ORSORRE

DORNNDNDRNDNDNDN NADNRANDNDNRADNNRNNDNDNANDNRANDNDNRNDNDNDNNNDNANDNNRNDNNNNNDNRANNRNRNDNDNANDNNNNNRADNNNRNNDNRANDNDNRNDNNNNDNDNRANNN

AN N0
NSNS NN Y
SRS ORI

1od

surjold ZdIAIS/T-ATH



1%

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMTATNTTM OU000000D00 NOOOONNONNOONNO O 0IT0 0000 T0 0o 00 0 00 00 0 00 00 07

-
e

NN

e

.97.97CD_KCC2
886_24

108.CY236
09 NARI_FLS IVC19 1
.11.DEMAT11KEG02

.RU.11.11RU6950
.RW.11.DEMA111RWO02
DI579

.D
.11.DEMA110UG609
.04.503 15344 T10_Al
.97.97CDKTB48  ~
.01.01CM 1445MV
.94.94CY017_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
DEMC12ZA096

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

.11.DEMC11ZM006
.10.DEMD106CMO0O9

.06.CY163
.11.DEMD11KE00O3
.04.04KBH8
.90.SE365

1.A280
.DEMD10UG004

.10
. %.DEMD11U6003

.02YE516
.R1

.A0_06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

“ES X845 4
-VABO53 Afl
.BCI_RO7

-DEMF210CM067

.07.920 49
.10.DEMG10CM0O08
.10.DEURF10CM0O20
.08.GX 2084_08
.09.X2634 2~
.14.ARP1201

.03.03GH175G
.09.DEMGO9KEOO1
.09.09NG_SC62
.X.PT3306
.93.VI991
.93.VI997
.90.056
.00.00GBAC4001
.97.] 97DC_KTB147
.93.5E9280~7887
.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535

.569M
‘1156 26
.DEOOT12CNO11
“HKOOL

"10IR, THRA4SF
.DEO111]POO3
'SE601018
-DE00116THOO1
.CM240
1306163 FL
-DE00210CMO13
'P1423
.CC_0048

sulsjoid L-AlIH

<< << H<SHHH<

[

p66 RT, p15 Rnase H endvp3l Integrase start
EHEKYHSNWRAMASDFNLPPVVAKEIVASCDKC . QLKGEAMHGQVDCSPGIWQLDCTHLEGK

QKVVTLTDTTNQKTELQATYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLFLDGIDKAQD.
D T L Tooo-Tenn--- K--E-znnn- e S

MMMMMMMM MMMmmmmmmmmmm

78

0RO 00!

=] 00RO R
—AARRRNCARRAS NIINA—NUNOi— JOSARIELDHSORH EASUSUNOUhUD

P T T L T L e B T e e e T e L P P T e B P e e L o P P P P I}

78

0000 0000

200000
EOSESSRERORENS AR EEWO ROWE OGLESIGKS

D T T T B L L P B P e B P P N P e P PN}

6

S5

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

6£€

.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

~BC.CN.98.98CNOOY
_BC. CN 97 97CNGX 6F

(R
[Qlatatatatay

|
OWOOOWIO OO
2o
252
oo
~o
7<U1
o)
~
=
Ui
wo
©
o
-n
-
@
=

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

o
o
=
[SISTo =gy
o>

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15 --1-K-EG

B.FR.83.HXB2 QKVVTLTDTTNOKTELOAIYLALQDSGLEVNIVTDSOYALGIIOAOPDQSESELVNQIIEOLIKKEKVYLAWVPAHKGIGGNEOVDKLVSAGIRKVLFLDGIDKAOD
E S S

--Q E-
D-P--QK- - -EMT-

HIV-1 Proteins

p66 RT, p15 Rnase H endvp3l Integrase start

E.
E.
E.
E.
E.
E.
E.
E.
E

mmmmmmmmm

EHEKYHSNWRAMASDFNLPPVVAKEIVASCDKC . QLKGEAMHGQVDCSPGIWQLDCTHLEGK
I

-
%
=)

\©0000\0
[STSTSIATS TS TS ST TS o N o - A NS o No NS TR TSI o NS T4 1o Yo Yoo Mo N e (T To N Se NPT 1o NCT ST o XFTe Ne Ne NS Te Ne WA RUTS TR To XV TN e SNV NI W VTS o N-StoN¥ e Yo NoNt= Yo Yoo N

B T P T T T T L T T T T L P T T L P T P T P T L L B I P P T T e L B B L P T B P B L P P P e N P P |

1od

surjold ZdIAIS/T-ATH



ore

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI

-
e

e

NN

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

=
oo
Is)

.97CD_KCC2
.886_24
.CY236

.NARI FLS IVC19 1
.DEMA111KE002

. 11RU6950
.DEMA111RW002
.DDI579
.DEMA110UG0609
.503 15344 T10_Al
.97CDKTB48 "
.01CM 1445MV
.94CYD17_41
10BR_RJ032

502 1191 03

M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FRO01

T 1293
HP 18 87JHS10_3909

1RU21n -

SE600057
DEMB10THO02
RV 1
DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139

05KE3691

SEGO

707010457 CH457 .w8

02YE511
DEMC12ZA096

.DEMC11ZM006
.DEMD10CMO0O9

.CY163

.DEMD11KE003
04KBH8

.SE365

.A280

.DEMD10UG004

.DEMD11UG003

.02YE516
.R1

06.A0 06_ANG32
ARE933

.07BR844

.10BR PE107

.10BR"RJ0O15
Y222

‘ES
VAgogs L
‘BCI_RO

-DEMF210CM067

.920 49
.DEMG10CMO08
.DEURF10CM020
.GX 2084 08
.X2634 27
.ARP1201

.03GH175G
.DEMGO9KEOO1
09ING_SC62

3306

.VI991

.VI997

.056
.00GBAC4001

97DC_KTB147

|
SE9280°7887
'SE917377022
.97ZR EQTB11
196CM_MP535

.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

95v4
703010256 CH256.w96

sulsjoid L-AlIH

VILVAVHVASGYIEAEVIPAETGQETAYFLLKLAGRWPVKTIHTDNGSNFTGATVRAACWWAGIKQEFGIPYNPQSOGVVESMNKELKKIIGOVRDOAEHLKTAVOMAVFIHNFKRKGGIGGYSAGERIVDIIATDIOTKELQKOITKIQNFRVYYRDSRNPLWKGPAKL
I S-Q D

b e

HiE A HEEE A A AR <<

956

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

re

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

~BC.CN.98.98CNOOY
_BC. CN 97 97CNGX 6F

(R
[Qlatatatatay

|
OWOOOWIO OO
2o
252
oo
~o
7<U1
o)
~
=
Ui
wo
©
o
-n
-
@
=

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

Vo e

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK

477BF .ES.08.P1942
0 .07MEKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115

[
o
-
oNRRO: -
=

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

Proteins

=

VO m a

nLLLLLLLOLLWN

L=

oooSoooomo m

-I----S
CLL--LToN--
I E

VILVAVHVASGYIEAEVIPAETGQETAYFLLKLAGRWPVKTIHTDNGSNFTGATVRAACWWAGIKQEFGIPYNPQSOGVVESMNKELKKIIGOVRDOAEHLKTAVOMAVFIHNFKRKGGIGGYSAGERIVDIIATDIOTKELQKOITKIQNFRVYYRDSRNPLWKGPAKL
\ N MI--L-S I

“NK- -NK-LNL-K
-QQ L-v

956

1od

surjold ZdIAIS/T-ATH



we

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI

-
e

e

NN

.97.97CD_KCC2
886_24

.08.CY236
.09.NARI FLS IVC19 1
.11.DEMAT11KE002
.11.11RU6950
.11.DEMA111RW002
.DDI579
.11.DEMA110UG609
.04.503 15344 T10_Al
.97.97CDKTB48  ~
.01.01CM 1445MV
.94.94CY017_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
DEMC12ZA096

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

.11.DEMC11ZM006

.DEMD10CMO0O9

=
oo
Is)

.06.CY163
.11.DEMD11KE00O3
.04.04KBH8
.90.SE365

1.A280
.DEMD10UG004

.10
. %.DEMD11U6003

.02YE516
.R1

06.A0 06 ANG32
-ARE933
-07BRB44
.10BR PE107
-10BR_R1015
“ES X845 4
-VAB053 nfl
'BCT_R07

-DEMF210CM067

.07.920 49

.10.DEMG10CM0O08
.10.DEURF10CM0O20
.08.GX 2084_08
.09.X2634 2~
.14.ARP1201

.03.03GH175G
.09.DEMGO9KEOO1
.09.09NG_SC62
.X.PT3306
.93.VI991
.93.VI997
.90.056
.00.00GBAC4001
.97.] 97DC_KTB147
.93.5E9280~7887
.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535

.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

sulsjoid L-AlIH

p31 Integrase end
Pol enc}“\

surjolg ZdIAIS/T-ATH

1o0d



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

1349

B.FR.83.HXB2

OWOOOWIO OO

R WN RO O®NRUIEWNNNNNRN
@

I
=]
-
-

.K
.L

N
.Sl

[ttt

2o

o
60
_BC. C

.NG.0

Zu .

R.12.12MHR9
R.x.P0C44951
9.09NG_SC61
G.x. IBNG
E.%1.5E602024

252
I=3
o
[
o)
~

=

Ui

wo
©
o
-
=
@
—

AL
CY 92, 94CY032_3
E.x.VI1310
.AU.96.BFP90
N.98.98CNOO9
N. 97 97CNGX 6F

.TH.99.99TH MU2079

6_A2D.KR.97.97KR004

17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB
24iBG.ES.08.X2456 2

26_A

25" ¢ XECM 02.191

8LE
02.02CD MBTBO47

CM.00.00CMNYU830

37 _cpx.CM.00.00CMNYU926

45~ cpx.FR. 04 04FR_AUK

477BF .ES.0
0

07MEKT021

. 2792
.5G.11.11SG HMO21
.MY.03.03MYKLO18 1
.MY.11.11FIR164 ~

.MY.09.09MYSBO23
.CN.10.HNCS102056

ANHUI HF115

[
o
[SYSTv e cy
>

10BR”PE0O8
. 10BR"MG00O2
MY 19 10MYPR268

@
=
-
@

.98CMA1®4
.98CMABB141
.98CMABB212
.98CMU5337
.99CMU4122
.VAU
.11Gab6352

.99SE_MP1299
0.LTNP™

.DJ00131
.5JGddd
.04CM 1015 04

6.U14296

.N1_FR 2011
.U14788
.RBF168

.90.ANT

.05.5IVcpzLB7

.09.Ptt 09Caml55
TAN5

185.US Marilyn
.07.SIVgor2139 287
112.51Vgor BQID!
.13.SIVgoriBPID15

NHUI WH73
05JPMYC1135P420.
10BR_PE004

A >—ATZ—>—

T-G-SESLEQSS*IP-
G-T-GESMEQPGEIP-
--DT-G-SESLEQSGQVS-

p31 Integrase end
Pol enc}“\

HIV-1 Proteins

1od

surjold ZdIAIS/T-ATH



144

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2
A1.CD.97.97CD_KCC2
886_24

A1.CY.08.CY236
A1.IN.09.NARI FLS IVC19 1
Al.KE.11.DEMAT11KE002
.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.01.DDI579
A1.UG.11.DEMA110UG609
.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

1RU21n
SE600057
DEMB10THO02
RV 1
DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260
ARP1198

02ET 288
T12572139
05KE369195V4
SE6
707
17T
02YEST1
.12.DEMC12ZA096
ZM.11.DEMC11ZM006
.DEMD10CMO0O9

.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8

SN.90.SE365
1.A280
.10.DEMD10UG0O04
UG. %.DEMD11U6003

.02YE516
.R1

06.A0 06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

N
>
o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

o NN
=E=r
e
© =N

e

“ES X845 4
-VABO53 Afl
.BCI_RO7

MMM OO0D0D0D0000D0 monnnnnnnnnnO0O 000000 0o 0o o 0o to 0o 0o to 0o o o
~
N

il
e

_n
NN

.DEMF210CM00O7
.CM.07.920 49
.CM.10.DEMG10CMO08
.CM.10.DEURF10CM0O20
.CN.08.GX 2084 08
.ES.09.X2634 2~
.ES.14.ARP1201

F

G

G

G

G

G

G

G. .03GH175G

G.KE.09.DEMGOIKEOO1

G.NG.09.09NG_SC62

G.PT.x.PT3306

H.BE.93.VI991

H.BE.93.VI997

H.CF.90.056

H.GB.00.00GBAC4001

J.CD.97.] 97DC_KTB147

J.SE.93.5E9280_ 7887

J.SE.94.SE917377022

K.CD.97.97ZR_EQTB11

K.CM.96.96CM_MP535

0 .07.569M

0 .11.1156 26

.12.DEOOT12CNO11

.04.HKOO1

.10.10IR.THR48F

.11.DE00111JP0OO3

.11.5E601018

.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

HP 18 07JHS16_3909

703010256_CH256.w96
00311 ~
010457 CH457.w8
B4 _4G8~

sulsjoid L-AlIH

Vif start
ﬁENRWOVMIVWOVDRMRIRTWKSLVKHHMYVSGKARGWFYRHHYESPHPRISSEVHIPL..

--R
--K-TKN
Y--HI-R--K-

m
wn

mmmmmmmmmm

LAl

=]

. LVITTYWGLHTGERDWHLGQGVSIEWRKKRYSTQVDPELADQLIHLYYFDCFSDSAIRKALLGHIVSPRCEYQAGH. N.KVGSLQYLALAALIT
K KLR.----I--D------o [T I S S K--V-.

-L---R---E-D-
-LRK-N--I--D-

surjolg ZdIAIS/T-ATH

JA



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

SuI

She

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

~BC.CN.98.98CNOOY
_BC. CN 97 97CNGX 6F

(R
[Qlatatatatay

|
OWOOOWIO OO
2o
252
oo
~o
7<U1
o)
~
=
Ui
wo
©
o
-n
-
@
=

R WN RO 0ENRUEWNNNNNON
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115

o

o
=
CeUIRRe- -

10BR”PE0O8
.Bl . 10BR"MG00O2
74_01B. MY 19 10MYPR268

~
N
=]
= =
-
@

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

HUI WH73
05JPMYC1135P420.
10BR_PE004

Vif start
ﬁENRWOVMIVWOVDRMRIRTWKSLVKHHMYVSGKARGWFYRHHYESPHPRISSEVHIPL..

nonITOVOVOWN

[ttt ol el et

<<<<=< I<<<INI~<=<

IP-EKVKA-N-
IS-EKVKA-N-

IP-EKVKA-N-

HIV-1 Proteins

Cime o m

" RS
> DoOOr TOMUIXMVO< X MXMMM M MMMM . M Mo

.AR.

---T--RM--I---A--TE-
---T--RI--Q---T---E-

MP- - -EEQ--H-A-V---QGK-T--I---T--R
MP- - -EEQ--H-A-V---QGK-T--I---T--R
o---P----H-

w
bbb ' b b oo 'o'o'o'o'o Dobbbbbd o

--L---R-VVK
--L---RVWVK

L---RVVVK
-L---R-VVK

3

surjold ZdIAIS/T-ATH



e

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

sulsjoid L-AlIH

Vif enq\
B.FR.83.HXB2 KPPL . PSVTKLTEDRWNKPQKTKGHRGSHTMNGH
A1.CD.97.97CD_KCC2 . R
A1.CM.08.886_24

A1.CY.08.CY236
A1.IN.09.NARI FLS IVC19 1
Al.KE.11.DEMAT11KE002
.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.01.DDI579
A1.UG.11.DEMA110UG609
Al.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
.12.DEMC12ZA096
ZM.11.DEMC11ZM006
.DEMD10CMO0O9

.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8

SN.90.SE365
1.A280
.10.DEMD10UG0O04
UG. %.DEMD11U6003

.02YE516
.R1

06.A0 06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

N
>
o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

o NN
=E=r
e
© =N

e

“ES X845 4
-VABO53 Afl
.BCI_RO7

MMM OO0D0D0D0000D0 monnnnnnnnnnO0O 000000 0o 0o o 0o to 0o 0o to 0o o o
~
N

il
e

_n
NN

.DEMF210CM00O7
.CM.07.920 49
.CM.10.DEMG10CMO08
.CM.10.DEURF10CM0O20
.CN.08.GX 2084 08
.ES.09.X2634 2~
.ES.14.ARP1201

F
G
G
G
G
G
G
G. .03GH175G
G.KE.09.DEMGOIKEOO1
G.NG.09.09NG_SC62
G.PT.x.PT3306
H.BE.93.VI991
H.BE.93.VI997
H.CF.90.056
H.GB.00.00GBAC4001
J.CD.97.] 97DC_KTB147
J.SE.93.5E9280_ 7887
J.SE.94.SE917377022
K.CD.97.97ZR_EQTB11 ---V.---Q--V-
K.CM.96.96CM_MP535 ---V.---K--V-
0 .07.569M
0 .11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

105.306163 FL

-10.DE00210CMO13
6.P1423

105.CC_0048

surjolg ZdIAIS/T-ATH

JA



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

Lye

B.FR.83.HXB2

.K
.L

N

.NG.0

R.12.12MHR9
R.x.P0C44951
9.09NG_SC61
G.x. IBNG

[ttt

SE.11.5E002024
g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

C.CN.98.98CNOO9
_BC. CN 97 97CNGX 6F

OWOOOWIO OO
2o

252
I=3
o
[
o)
~

=

Ui

wo
©
o
-
=
@
—

R WN RO O®NRUIEWNNNNNRN
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003

22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

= .MY.09.09MYSBO23
55"01B.CN.10.HNCS102056

ANHUI HF115

‘BR. :IOBR PE0O8
72°BF1.BR.10.10BR_MG0O2
74-01B.MY.10.10MYPR268

0. .ANT70
0.CM.98.98CMA104
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

1
.CN.11.ANHUI WH73
1B.JP. g.OSJPMYC113SP420--
.10

Vif end

KPPL.PSVTKLTEDRWNKPQKTKGHRGSHTMNGH:

W
W

N--R---XQE--$-5-CY

Q-I-8X--R-X-RQE--5-5-CY

---RRMR- - -ENQx-S-C-
S 1-5

HIV-1 Proteins

3

surjold ZdIAIS/T-ATH



sulsjoid L-AlIH

H(S/N)RIG motifs

amphipathic o-helix
oligomerization

1 4%

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

Vpr end in HXB2
Vprstart frameshift in HXB2 - Vpr end
B.FR.83.HXB2 MEQAPEDQGPQREPHNEWTLELLEELKNEAVRHFPRIW. LHGLGQHIYETYGDTWAGVEAIIRILQQLLFIH.#FRIGCRHSRIGV QRRA.
A1.CD.97.97CD_KCC2 . N .. Q ..
A1.CM.08.886_24 Q

A1.CY.08.CY236
A1.IN.09.NARI FLS IVC19 1
Al.KE.11.DEMAT11KE002
.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.SN.01.DDI579
A1.UG.11.DEMA110UG609
Al.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
703010256_CH256.w96
SE600311 ~
707010457 CH457.w8
17TB4_4G8~

02YEST1
.12.DEMC12ZA096
ZM.11.DEMC11ZM006
CM.10.DEMD10CMOO9

.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8

SN.90.SE365
1.A280
.10.DEMD10UG0O04
UG. %.DEMD11U6003

.02YE516
.R1

.A0_06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15

N
>
o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

N
>
ar
N

e

“ES X845 4
-VABO53 Afl
.BCI_RO7

MTATMTMMTATNTTM OU000000D00 NOOOONNONNOONNO O 0IT0 0000 T0 0o 00 0 00 00 0 00 00 07
= S T Y R
v
m

il
e

-
NN

.DEMF210CM00O7
.CM.07.920 49
.CM.10.DEMG10CMO08
.CM.10.DEURF10CM0O20
.CN.08.GX 2084 08
.ES.09.X2634 2~
.ES.14.ARP1201

F
G

G

G

G

G

G

G. .03GH175G
G.KE.09.DEMGOIKEOO1
G.NG.09.09NG_SC62
G.PT.x.PT3306
H.BE.93.VI991
H.BE.93.VI997
H.CF.90.056
H.GB.00.00GBAC4001
g.CD.97.J 97DC_KTB147
J
K
K
0
0

.SE.93.SE9280_ 7887
.SE.94.SE917377022

.CD.97.97ZR EQTB11
.CM.96.96CM_MP535

.569M
‘1156 26
.DEOOT12CNO11
“HKOOL

"10IR, THRA4SF
.DEO111]POO3
'SE601018
-DE00116THOO1
.CM240
1306163 FL
-DE00210CMO13
'P1423
.CC_0048

V<— ' <TVUVUVZ IVUVUVOUODODUOUMOUO

OO DO

qQ
qQ
qQ
qQ
qQ
qQ
Q
p

DOOOOCOOOOOOO IT ITT OOTIO 0000 I OOOOO I ' TOOOOOT

OOOOOOOOOO

[

<<<<<<<O<< HHH<S<<<<

surjolg ZdIAIS/T-ATH

ada



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

6ve

amphipathic o-helix
oligomerization

Vpr start

.LR.x.P0C44951
.NG.09.09NG_SC61

(R
[ttt

OWOOOWIO OO
2o
c
[
I=3
o
[
o
—N
=
N
o
©
o
-n
-
@
=

“RU; 53
gx CY.94,94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90
C.CN.98.98CNOO9
“BC.CI 07 97ClGX 6F

<<Z<TTmunnm

R WN RO O®NRUIEWNNNNNRN
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10. 2
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

ANHUI HF115
I WH73
05JPMYC1135P420.

10BR_PE004
10BR”PE0O8

. 10BR"MG00O2
747018, MY 19 10MYPR268

o

o

o
e h =
CeUIRRe- -
PENEEe

~
N
=]
S
=
@
=
-
@

0. .
U.CM.98.98CMA1®4
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
CPZ.TZ.06.TANS
CPZ.US.85.US_Marilyn
GOR.CM.07.SIVgor2139 287
GOR.CM.12.SIVgor_BQID
GOR.CM.13.SIVgoriBPID15

HIV-1 Proteins

H(S/N)RIG motifs
Vprend in HXB2

frameshift in HXB2 -

B.FR.83.HXB2 MEQAPEDQGPQREPHNEWTLELLEELKNEAVRHFPRIW LHGLGQHIYETYGDTWAGVEAIIRILQQLLFIH. #FRIGCRHSRIGV..
.KR.12.12MHR9 ~ --R----------- F--mm--- Vemmmme o Pooeemaae N------ E..g...Ti.H.___v

I 000000000

OO0 TOOOTOIOOO.

TII Z>ZO0P> IO OO000 OO0 DO TOOOOCODTOZ.

DOOOOOOO O

. 'NPSNTRG-GR. .
. .IPSNTRG-GR. .

. .IPSNARR-GR. .
. .NPTNPRG-GR. .

...RG

Vpr end

.RNGASRS+
G

. SLARRTPQGR. . -
..LPPS. .R-GR..
. .IPSNARG--R. .
. APHP. .- -GR.

Y EEEEREERS
R Bmmmmmmm=

adp

surjold ZdIAIS/T-ATH



0se

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2 ﬁEPVDPRLEPWKHPGSQPKTACT..

MTATMTMMATNTTM OU0000000D0 NOONOONNONNOONNO O 0JT0 00 0T 00 0000 0 00 00 0 0TI

-
e

e

NN

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

-
N

=
oo
Is)

.DEMC11ZM006
.DEMD10CMO0O9
.CY163
.DEMD11KE003
04KBH8

.SE365

.A280
.DEMD10UG004
.DEMD11UG003

.02YE516
.R1

06.A0 06_ANG32
ARE933

.920 49
.DEMG10CMO08
.DEURF10CM020
.GX 2084 08
.X2634 27
.ARP1201

.03GH175G
.DEMGO9KEOO1
09ING_SC62

.VI991
.VI997

.056
.00GBAC4001

|
SE9280°7887
'SE917377022
.97ZR EQTB11
196CM_MP535

sulsjoid L-AlIH

Tat start C-rich region nuclear localization exon 1 end exon 2 start Tat end
jelear Jocalizatig d

.NCYCKKCCFHCQVCFITKAL . . . GISYGRKKRR. . QRR . RAHONSQTHQASLSKQPTS . QPR. .
K..L--.-TPRSNKD- -NPIP---L-.-AQ. .
LS GTPY! .-1Q
-TQ
oT-
“RAQ
‘H

.97CD_KCC2 ~ --eee- NenmaFommmmeen P-N
886_24

.CY236

.NARI FLS IVC19 1
.DEMA111KE002

. 11RU6950
.DEMA111RW002
.DDI579
.DEMA110UG0609
.503 15344 T10_Al
.97CDKTB48 "
.01CM 1445MV
.94CYD17_41
10BR_RJ032

502 1191 03

M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

. D--NP

.GTP- SNKD-»NPVP--SIP
.GTP SNKD--NPVP---LP
-T-- -NPIP---LP.
.GTP- SN D-»HPIP---IP
.GPD- GNTD--NPVP--SLP
.-PS-S-KD--NPV- E P.H

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBOOZA022 ------ii-oiiiiolllll
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
523010256 CH256.w96
707010457 CH457 .w8

02YE511
DEMC12ZA096

.07BR844

.10BR PE107

.10BR"RJ0O15 -D--N-
Y222

‘ES
VAgogs L
‘BCI_RO

P L-.
©-SP-5-KV--DPVP---L-.
.G-PPG-KD- -NPVPE--LP.
.GSSHG-KD- -NPVPE- -SP .
GTP-SR-N- -NPVPE- -FP.
TPSSNKD- -NPVP- - - IP.
TP--NTD- -NPVPE--LP.
XPXS- D--NPVP- - -FP.

G-KD- -NPVP- - -LP.
T e Kb NPVPE. 1LP
TPSG- -N- -NPVP- - -FP.
.GTPH- -KD- -NPVP--SSP.

.GTPKSL-D--TLIP---L-.

-DEMF210CM067

3306

-NQ---N-
-NQ- - -N-
-K

C-TPASL-D--N-I----L-.R
.GTPAGL-DN-DPIP---LP.

.A-PSG-K- - -DPIPG--L-.

1S-PPG-K---DLIP---L-.
\---.5-PPG-KN--DLTPE--LF.
.- -T.TTPYA-KN-KDPIP---LP.
P--.TTPY--EN--DP-R---L-.
. .H--.GTP-S-KD--NPIP---LP.
. H-- .GTPPG-KD- -NPVP- - -LP.
©H--.GT--S-KD--NPVPE--LP.
. H--.GTPRS-EG--NPVP--SL- .
..H—-.-TP-SNKN--DPIPE-SLE.T

97DC_KTB147

“NI---NQ--
-NI---NQ--

.07.569M
.11.1156 26
.12.DEOOT12CNO11
.04.HKOO1
.10.10IR.THR48F
.11.DE00111JP0OO3
.11.5E601018
.10.DE0O110THOO1
CcM240

k-
N--D---5--E-ASK---G-CA. ..
.N--D---S----ASKA----CA...
.NQ- DA--SRT-—ASM----RC-...
Keeomo- S----ASKAK---*- ..
.N--D---S--E-ASKA---QC-...
.N---O--S--E ASK---G-C-...
N E SK

" "H--.GN-PS-KD- -NHIPE-SLP.
. H--.GTP-5-KD--NPIP---LP.
- H--.GTP-5-KD--NPVP---L-.I
‘H--.GTP--RRD- -NPVP---LP.
. -TP-SR-D--NPVP---LP.
., :Q---.GTPPS--D--NPVP---FT.

AARARAARARARARARARAR
T
(7]
3
o
1%]
=
o
=
o
n

105.306163 FL

-10.DE00210CMO13
6.P1423

.05.CC_0048  i-----

nnnzzzzz=zz=zz=z==

surjolg ZdIAIS/T-ATH

1eL



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

o
=
=]
7]

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61
.NG.x.IBNG
.SE.%1.5E602024

g
AL
gx T 94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90

C.CN.98.98CNOO9
_BC. CN 97 97CNGX 6F

(R
[ttt

OWOOOWIO OO
2o

252
@
o
o
o
N

=

Ui

wo
©
o
-
=
@
—

R WN RO O®NRUIEWNNNNNRN
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003

22°01A1.CM.01. B%gM 0001BBY

237BG.CU.03.CB

24" BG.ES.08.X2456 2

ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

= .MY.09.09MYSBO23
55"01B.CN.10.HNCS102056

ANHUI HF115

[
o
[SYSTv e cy

10BR”PE0O8
. 10BR"MG00O2
747018, MY 19 10MYPR268

~
N
=]
S
=
@
=
-
@

0. .
U.CM.98.98CMA1®4
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™
N.CM.OZ.DJ00131

N

N

N

P

P

. .5JGddd

.CM. 04.04CM 1015 04

.CM.06.U14296

.FR.11.N1 FR 2011

.CM.06.U14788

.FR.09.RBF168
CPZ.CD.90.ANT
CPZ.CM.05.5IVcpzLB7
CPZ.CM.09.Ptt 09Caml55
C TAN5

CPZ.US.85.US Marilyn
GOR.CM.07.5IVgor2139 287
GOR.CM.12.SIVgor BQID
GOR.CM.13.SIVgoriBPID15

rEx.FR.IO.URFS Eatlent A -D- I——

HUI WH73
05JPMYC1135P420.
10BR_PE004

;l“at start C-rich region
MEPVDPRLEPWKHPGSQPKTACT. .
S N T---S

zzzzunzz=zx=

HIV-1 Proteins

nuclear localization d e
.NCYCKKCCFHCQVCFITKAL. . .GISYGRKKRR. .QRR.RAHQNSQTHQASLSKQPTS.
K

DoBIOIIIID T

PSSNKD- -NPV - - - -L -

D oo -

- -TTRHXD -KHLVP-

- VOO

pI
PP S S
P-5-KD--NPAP---L- T
Bh acTe. NPIPE SLp
PP-GNPP--V--P---AP.
TPYD-KH- -DLIPE--L-

{GTP-G-KD- -NPIP---LP.

-GTP-D-KD--TPVP---LP.

GSP-S-KD- -NPVP- - -IP.

GTPPS-KD- -NPVP- - -IP.

GTSRSN-D- -NP-P---5- .

. T-PYGNKN- -DPIQE-SIP.
P--DN-NN

.G .
.GNP-SR-D--NPVPE--LP.
. -TPPG-KD--NPVP---LP.
.. .STPPS-ED--NLI----LP.
..H--.GTP S-KD--NPVPE--LP.T

.GTP-S-KD--NPVPE-SSP.

-P-S-ED--SLI----LP.
-ED--NPIP---LP.
PUP---LP.T

JKPP-D-------Poo--Ti-L
\GTP-S-KD- -NPIPE--L-.

.P-AASHPD -KDPVP- -SPT.
. P-TASHPDNKDPVPE-SP- .
- A-AASRPDNKDLVP- -SP- .
A-AASYPDNKDPVPE-SP-

P AAIPONKLVPE - PT
. A-AASYPDNKDPVPE - SP- .
. AVGASRPDNK- FVPE---A.
A-AARHPDN-DIVPE-L-Y.
\P-TASHPD-KDPVP--SL- . T
. -TPKS-KN- -DPIPE--L-.
. -TPKS-KN- -DLIPE--L- . -Q
"KTPNS-KDY -DPIPE- -L- .
.-TLRS-KS- -DLIPE--L-.
\i-<-.--PKS-KN--DITPE--L-.
.RPA. - -DN-N-N- -DPV- - %-FA.
“RPA. - -DN-N-N--DPV- -%-LA.
TTAES-ENN-DPV- - *SLP.
TSKS-PHY-DPT- - - FP.

-SAS RQ--F-.-S
.G- .KFAA- NTSN DLVRO--LP.

. ‘R--RTTAKS-ADN-DP-R---F- .

.RPA.-TADKD-NN--PV---SLA.G

..R.P.AVAASH-GDKDPVPE- -LP.

..RAA. -PNN-N-N--DPV--SLA.

exon 1 end exon 2 start Tat end
d

QPR..G.DPTGPKExKKKVERETETDPFD............... *

:KOEROE QE----K--GP

I7D.. .KOKROE QE-E-KKAGP:
ITN..R.KQKRQE-QE-E--N-ACPR

. \W.KQERQE- QE- E--KKAGPGGDHCSKGSWHCCTRTSEQ
.-Q--Q-KQ- -AL-DKA- - - -~
- XQ--Q--Q--AL-SK--A--C- ...
-Q--Q--Q--AL-5K--A-LC-. ..
:0--QEKQE-TL-SK--A--C.-.
1Q--Q--Q- -AL-5K--A--C-

CTG. .A.QQE¥HQ- QT----KOATA RS- CWKDYCLSSGTT.
*TG. .I.QQE+HQ-QT- - - -KQATA-RS - CWTDSCLSSGTT.
R -EK-GSGGGPCSTGSSHSCGWT
-SKAQ Q.. .
- NQ--Q--Q--AL-KQ-TS-QR-
.S.0QE
" 'RINQERQ-KQEE- 1 K $: SGLHCHODSCISYTWTSGQ
TG .A.*QE¥HQ-QT- - - - - x-TA-RS- CWTDYYQSSGTT.

St o—oo—
B8 TR28G

JeL

surjold ZdIAIS/T-ATH



(419

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

sulsjoid L-AlIH

Bev start exon 1 en(foon 2 start NLS Leu-rich effector domain Rev enq\
B.FR.83.HXB2 MAGRSGD. . SDE.ELIRTVRLIKLLYQSNPP.PNP. .E.GTRQARRNRRRRWRERQRQIHSISERILGTYLGRSAEPVPLQLPPLERLTLDCNEDCG.TSGTQ. ...... GVGSPQILVESPTVLESGTKE. . .*
A1.CD.97.97CD_KCC2 S ..R. K A--N--D-------R-C----E----FC-------H---S----,----- QSQGTET---G---S--- EN...-
A1.CM.08.886_24 .. K. --QSQGTET- - -R--AP -
A1.CY.08.CY236 ..R. --QSQRVET---R--VSG-P-GI- -
A1.IN.09.NARI FLS IVC19 1 ve=.0-5---Q--------T----UDX------SAC----T-----cmcmommu---o --QSQGXET---R--VS----DI-G---EX -
Al.KE.11.DEMAI11KE002 .. K. --QSQGAET- - -R--VFG -
Al1.RU.11.11RU6950 ..R. --QSQGTET---G---SG -
Al.RW.11.DEMA111RW002 ..R. QSQGAAT - - -RS-VSG--D-I-D---EN -
A1.SN.01.DDI579 B et S ) B B e e R | L PP TGS. . -
A1.UG.11.DEMA110UGO09 ..Q. -P---QSOGVET---GT VSt v: -A-N...-
Al.ZA.04.503 15344 T10_Al ..Q. SQGVET- - -R--VSGK--EI- G---E i
A2.CD.97.97CDKTB48" - .R. -G--IED...-
A2.CM.01.01CM 1445MV .R.- Gl VI-G E-...-
A2.CY.94.94CYD17_41 ..R.-S- -

MTATMTMMTATNTTM OU000000D00 NOOOONNONNOONNO O 0IT0 0000 T0 0o 00 0 00 00 0 00 00 07

-
e

NN

e

.11.DEMC11ZM006
.10.DEMD106CMO0O9

.06.CY163
.11.DEMD11KE00O3
.04.04KBH8
.90.SE365

.10
. %.DEMD11U6003

.07.920 49
.10.DEMG10CM0O08
.10.DEURF10CM0O20
.08.GX 2084_08
.09.X2634
.14.ARP1201

.03.03GH175G
.09.DEMGO9KEOO1
QﬁOQNG S5C62

.93.VI991
.93.VI997

.90.056
.00.00GBAC4001
.97.] 97DC_KTB147
.93.5E9280~7887
.94.SE917377022

.97.97ZR EQTB11
196.96CM_MP535

10BR_RJ032

502 1191 03

M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FRO01

T 1293
HP 18 87JHS10_3909
1RU21n -
SE600057
DEMB10THO02
RV 1
DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

et -RYL-GW--S5-- - - .

s W-RTT-GW--SN--D-- oo QI----I--D----l---

e TeCee P I---SIN-5-5G-.----- QSQGTTE- - -N- V- GKPCA-
-HI E---R

Y260

ARP1198

02ET 288

T12572139
05KE369195V4
523010256 CH256.w96
707010457 CH457 .w8

02YE511
DEMC12ZA096

o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

---QPQGTTE N
-P---QSQGTTE - -EN
~T---QSQGNTE-

-
N

1.A280
.DEMD10UG004

.02YE516

.R1
.A0_06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15
Y222

‘ES
VAgogs L
‘BCI_RO

-DEMF210CM067

3306

> >rrr >rrrrr>rrrP> >R

.0é+éGEL-
... .KGTEG-L-
--QSQGTET- - -RS- 2

o

.569M
.1156_26
.DEOOI12CNO11
.HKOO1
.10IR.THR48F
.DE00111JP00O3
.SE601018
.DEQ0110THOO1
M240

(I IV

N
1306163 FL
-DE00210CMO13
'P1423

CC 0048 ceee--- .

F<<<T<NN<NTI<T << <<< <O<< | N<K<N<<NT< <<< 1 <<<< 1 <

S Y R S Y

surjolg ZdIAIS/T-ATH

A



9107 wnipuadwo)) duanbag ATH

joId T-AIH :

o
=
=]
7]

Bev start exon 1 en(foon 2 start NLS Leu-rich effector domain Rev enq\
B.FR.83.HXB2 MAGRSGD. . .ELIRTVRLIKLLYQSNPP. .E. GTRQARRNRRRRWRERORQIHSISERILGTYLGRSAEPVPLOLPPLERLTLDCNEDCG TSGTQ....... GVGSPQILVESPTVLESGTKE. . .*
. K I S

.KR.12.12MHR9 -ROSQGPETR- -G- -TP---SSI-G----- ...
‘LR.X.P0C44951 -QSQGTET- S..-SIT
NG.09,09NG_5C61

(R
[Qlatatatatay

OWOOOWIO OO
2o
c
[
oo
~o
7<U1
o
—N
=
N
o
©
o
-n
-
@
=

“RU; 53
gx CY.94,94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90
~BC.CN.98.98CNOOY
“BC.CI 07 97ClGX 6F

SQGT!
OSQGTET———GS——S———SVI G
__8 QGT

|
@
|

R WN RO 0ENRUEWNNNNNON

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

9.Cul03
21-A2D.KE.99.KER2003
22°01A1.CM.01.01CM 0001BBY
237BG.CU.03.CB118
24" BG.ES.08.X2456 2
ZS’C x.CM.02.1918LE
26_AU.CD.062.02CD MBTBO47

36_cpx.CM.00.00CMNYU830
37 _cpx.CM.00.00CMNYU926

45~ cpx.FR.04.04FR_AUK
477 BF.ES.08.P1942
0 - O7MYKT021

.10.12792
1B.SG.11.115G HMO21
1B.MY.03.03MYKLO18 1
1B.MY.11.11FIR164 ~

.MY.09.09MYSBO23
1B.CN.10.HNCS102056

TAT L-G
--OSOGTTD--E--* SGK-CA--G--A--ECY-
R---XG-PSV--GP---N.
ANHUI HF115 -5G--SVI-G---EN. ..
HUI WH73
©5JPMYC1135P426
10BR_PEQ04
10BR”PEQ08
'BR.10.10BR"MG0O2
747018, MY 19 16MYPR268

F<TMXTM< << <<~ <O<T<<T

o

o
=
CeUIRRe- -

~
N
=]
= =
-
@

-D---R--HT---
- -QSPGTET---R---5G--SVI-G----N. .
.L-EAWTVDPRAEDN*CL -N-CSCN-I-ATRIA-. .
"P- -NWTVDPRAEDN+WL - T-*SCN-I-ATRIA- . . .
P-E-WTVDSRAEDN+CL-N-CSCN-T-ATRIA- . .
-ANQ . LPE-WTVDPGTKDNx- L - T-WSCN-I-ATRIA- . . .
"B~ - “WTEDPRAEDN+CL-N-YSCNSI-ATRIA- . . |
\P---GTVDPRTEDN#CL-N-CSCS-I-ATRIA- ..
-A-VD- -AA-V-ASVVHGPQDNNLVD - - - - DQ. - P- -WTVDHRAEDN+- L - T-*SYN-I-ATRIAN. . .
R--V--D-LAT- - -A-VVHGPQDNSCVE- -S- -H-SIGDS-GDQ . P - E-WTVDPRREDN+CL -N-Y5C5-I-VTRIAK. . .
T-HAHVDTLAA- - -A-VVHGPQDNNLVE - - - - - Q-SIRDPDGDQ.P- - -WTVDSGTEDN*CL-T-HSCN-I-ATRVA- . . .
R--A-VET-AA-V- --VHGPONNNIVE - - ---Q-SIRDS-GDQ. P-E-WTVDLGTETN=CL-N-YSCN-I-ATRIA- ...
.AP- -EPHQGTATTE*TQNT - -GNNST -GKRV-G. . .
. -PE-ESQQGTATTE*THNT- -GNTSI-GRRX-R. . .
\DP- -EPQQGTATIE*TQKT--GNTSI-GKRV-R. . .
D \----ESQQGTATTE*TQNT- -GNNSI-GKRV-R. . .
“RA-<---5-C--GPQ---D-P----D----- TK--5-. -P»-ESOOGTATTE*IQN»»-GNTSI»GK-V-R.
-DQ-AG- - IASH- - - PE-LGGAD - -DISQ-HIEDQGPPD. N-VDTPGPTTEQ e
————— DQ-AG- - -ASR- - - PE- -GGAD- -D-5- -HIGDQGPPN . NPVDTPGPTADORA -

0. .
U.CM.98.98CMA194
0.CM.98.98CMABB141
0.CM.98.98CMABB212
0.CM.98.98CMU5337
0.CM.99.99CMU4122
0. 2.VAU
0.GA.11.11Gab6352
0.SN.99.99SE MP1299
0. 0.LTNP™

N

N

N

N

N

P

P

P
TV <<<<< <TIOIOIIIIO <

.CM.02.DJ00131

. .5JGddd

.CM. 04.04CM 1015 04
.CM.06.U14296
.FR.11.N1 FR 2011
.CM.06.U14788
.FR.09.RBF168

> 0o AROXS BDAHOHADHADT 0 4Ry ey

CPZ.CD.90.ANT KK--D-VEGLAA-V-R-LV- GPD HN-VD--D- ON S-EPLGSPP. -PLONYFOTVOPSGEOS HP. .LDNNQN. .. -
CPZ.CM.05.5IVcpzLB7 A-H---SE- G---S C-E EG----P--- D--S-NSE--I-.DC--THSEGTET----- T-SAGN ZGK-A-N. . .-
CPZ.CM.09.Ptt 09Caml55 A----- SE V-A- AD-V--N--Q-S-R-P-TP- .ETDSTNTEGTETV- -KNPLVLG-AAI-DK-A-
CPZ.TZ.06.TANS . -A.N- LQ I R--A- VDALAS-»»HYR--GPQK P--DI-D-SK-H--PV-HPA.SPE-GDNQP. ...SRQ-SNNT
CPZ.US.85.US_Marilyn i . ..S. N----- NE--Q---S-C----S--PD-P---IGG--INSE--ST. NP--EHOOGTATVE*TQST LGGNRL -GK-A-S.

-TSH- - -YQN- GCVD--DISH--IGDOG NT. QPDRVPDOTTEKSE*FDKR LCFYCL-GTR- *AKCY-
-ASLIPGPQDNN-VE--S--Q-SIQDP--TK.PP--GTAI D-x-L-NT*GYS-I-ATRIAKKXY -

GOR.CM.07.SIVgor2189 287 Vo
DQ- AG-»ITNR----E LGGVD - -DISH-HIGDQRPPE. HPVDTPETPTEO N*LLER-LGCVWL-GTR-TTECN-

GOR.CM.12.SIVgor
GOR.CM.13.SIVgoriBPID15

HIV-1 Proteins

OO0 —

2
NEOENEEEENIINGRINeIEEEEEEE O

o — [0 — T PO T I

24

SIS I

SIS

oot M o 1.

—RWO— BN E RO ERE—EERIOENINIIE NI ENoS

AY

surjold ZdIAIS/T-ATH



pee

971(7 wnipuadwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2
A1.CD.97.97CD_KCC2
886_24

A1.CY.08.CY236
A1.IN.09.NARI FLS IVC19 1
Al.KE.11.DEMAT11KE002
.RU.11.11RU6950
A1l.RW.11.DEMA111RW002
.SN.01.DDI579
A1.UG.11.DEMA110UG609
Al.ZA.04.503 15344 T10_Al
A2.CD.97.97CDKTB48"  ~
A2.CM.01.01CM 1445MV
A2.CY.94.94CYD17_41
10BR_RJ032
502 1191 03
M2 0803101 NFLG8
DEMB12CNOOG
4CU005

ARP1195
DEMB11FROO1
T 3

HP 18 07JHS16_3909
1RU21In B

SE600057
DEMB10THO02
RV 1

DEMBO9ZA022
DEMCO7BROO3
00BW5031_1

Y260

ARP1198

02ET 288

T12572139

05KE3691

SEGO

707010457 CH457 .w8

02YE511
.12.DEMC12ZA096
ZM.11.DEMC11ZM006

CM.10.DEMD10CMOO9
.06.CY163
KE.11.DEMD11KE00O3
. 04KBH8
SN.90.SE365
1.A280
.10.DEMD10UG0O04
UG. %.DEMD11U6003

.02YE516
.R1

.A0_06_ANG32
.ARE933
.07BR844

.10BR PE107
.10BR"RJ0O15
Y222

N
>
o
NHOWOUIONAOEON OWONRNINUTIRA RN
o= = =

N
>
-
N

MTATMTMMTATNTTM OU000000D00 NOOOONNONNOONNO O 0IT0 0000 T0 0o 00 0 00 00 0 00 00 07
LU g e e e I i i st b et et st et I I I
R w0
m

il
e

-
NN

‘ES
VAgogs L
‘BCI_RO

.DEMF210CM00O7
.CM.07.920 49
.CM.10.DEMG10CMO08
.CM.10.DEURF10CM0O20
.CN.08.GX 2084 08
.ES.09.X2634 2~
.ES.14.ARP1201

F
G

G

G

G

G

G

G. .03GH175G
G.KE.09.DEMGOIKEOO1
G.NG.09.09NG_SC62
G.PT.x.PT3306
H.BE.93.VI991
H.BE.93.VI997
H.CF.90.056
H.GB.00.00GBAC4001
g.CD.97.J 97DC_KTB147
J
K
K
0
0

.SE.93.SE9280_ 7887
.SE.94.SE917377022

.CD.97.97ZR EQTB11
.CM.96.96CM_MP535

.569M
‘1156 26
.DEOOT12CNO11
“HKOOL

"10IR, THRA4SF
.DEO111]POO3
'SE601018
-DE00116THOO1
.CM240
1306163 FL
-DE00210CMO13
'P1423
.CC_0048

sulsjoid L-AlIH

95V4 MLDL. .
703010256 CH256.w96 MLDL.
MVDL...T

phos phos
transmembrane domain cyloplasmlc domain

ypu start a-helix a-helix Vpu enq\
TQPI...P.I..... VAIVALVVAIII.AIVVWSIVIIEYRKILRQR. ...KIDRLIDRLIERAE.DSGNESE....GEI.SALVEMG.V.EMGHH.APWD.VDDL...x*
MN-L.... . T.E-L.-T-..... M. ---NL.DFL-.NNN- -
MLSLGIWE .D-L. -
MT-L...E T.D-L. -
ML-P..LQ .D-L. -
MT-L...E LE-L. -
MT-L...E E.E-L. -
M-LL...V. .E-L. -
MTSL...E .E-L. -
R-L...E .E-L. -
MTLL...E A.E-L. -
MS-L...A .E-L -
ML-L...A .E-L -
ML-L...V .E-L -
ML-L...Q .EQL. -
M--L...A .E-L -
MT-L...Y .E-L -
M--L...I. LE-L -
M--L...V RI-. -
M--L...V .EAL. -
M-SL...T.-.....L----cceeeel ceeeeTeeFeccenecean o eeGeeecIRemo- - ------EDQ..... -
M-SL...X. .E-L -
M--L...Q .E-L -
M-SL...T .E-L -
M--L...V .E. -
M-SL...V #.E -
MSSL...Y. .E -
M--L...G .E -
M--L...E. . .E -

.-.DRVDYRLG-G--I--L--. .E

F.E. VDYRLT G- FI--LFL. .E

Cas - VG- I--L-L. T.E

LI I FII-LV .E

.L. .E

T .E

A .E

.E

.E

.E

.E

T.D

" EQUDYRLGVG- - TA-L-
ERVDYRLGVG- -IT

..... -V-A-FI-VL--.
S---G-II-SLA.

Ininliaiaind

v
iC- I--T--YL----LVO

S >>> > m
MMMOOODOOMOUUOM MM OMO MMMM OMMOmMmMmMmMmMm mmmmmmmmmmmmm

.D L -VI--T--Fo----V- -L.

Q L.--GM -T--Y L -L.

Q . -L.

. I TeAYL Wy -L.

A P S A R 8 -L.

.E ceeeT--A--AK-L-- W, . .
Q K -L. DH-V.
'E KL . D--V.
.Q -L. D--V.
'E -L. D--V.
Q -L. D--V.
'E -L. D--V.
'E -L. D--V.
'E -L. D--V.
‘E -L. D--V.
‘E -L. NLL- .
‘E -L. N-L-.
‘A. -L. INIL-.

o0

1000000

PRR ——=00S RRRRPRRPRRE R—RRRSPRR—RR RW—RRR—= =X IIIIR IR TBIIADR] R—= 0= ORISR ARIN IR PRGN — 1

000000 0000100

82

000000 00 00 00 00 O\ OV BR OO
R — D= IR

surjolg ZdIAIS/T-ATH

ndA



9107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

see

B.FR.83.HXB2
.KR.12.12MHR9
.LR.x.P0C44951
.NG.09.09NG_SC61

[ttt

- IBNG

. SE602024
.5N.98.98SE_MP1211

96:502 269 Flo1

U.97.KAL153 2~
gx CY.94,94CY032 3
BE.x,VI1310
px.AU. 96 . BFP90
C.CN.98.98CNOO9
“BC.CI 07 97ClGX 6F

OWOOOWIO OO
2o
e
[

R WN RO O®NRUIEWNNNNNRN
@
|

I
=]
-
-

.TH.99.99TH MU2079
6_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

phos phos
transmembrane domain cyloplasmlc domain

a-helix a-helix Vpu enq\
.AIVVWSIVIIEYRKILRQR. ...KIDRLIDRLIERAE.DSGNESE....GEI.SALVEMG.V.EMGHH.APWD.VDDL..
M.---DY.NIL-.
.-I-Y..DIL-.N
.-R-AD.NVL-.

M
M
M
M
.L
M
.M.
G
M
M

9.Cule3 E.
21 A2D KE .99, KER2003 .Q
22°01A1.CM.01.01CM 0001BBY .E
237BG.CU.03.CB118 .E
247BG.ES.08.X2456 2 .E
25" cpx.CM.02.1918LE .E
26 AU.CD.02.02CD MBTB047 -Q
27’CEX FR.04.04CD FR KZS K.
28 BF.BR.99.BREPMI2609 L...I
29 BF.BR.01.BREPM1670: L...Q.-
31"BC.BR.04.04 FTL...
32 06A1.EE.01.EE0369 M-AL...E.-
33701B.ID.07.JKT189 MS-L...E
34701B.TH.99.0UR2478P MS-L...E
35°AD.AF.07.16 MTSL...Y
36_cpx.CM.00.00CMNYU830 M-SL...Q
37" cpx.CM.00.00CMNYU926 M--L...E
38°BF1.UY.03.U MSNL...L.
39”BF.BR.04.04BRRJ179 MSDL...L.
40_BF.BR.05.05BRRJ055 M-SL...Q
427BF.LU.06.1uBF_18 06 M-SS...V
43702G.SA.03.311223™ M-XL...E
447BF.CL.00.C MTDL...L
45" cpx.FR.04.04FR_AUK MNYL. ..
46_BF.BR.07.07BR_FPS625 MSDL .
477BF .ES.08.P1942 M-SL
48°01B.MY. 7.07MYKT021 MT-L
49" cpx.GM.03.N26677 M-SL
50"A1D.GB. 0.12792 M--L
51°01B.SG.11.115G HMO21 MSSL
52701B.MY.03.03MYKLO18 1 M--L
53701B.MY.11.11FIR164 ~ MT-L
54”01B.MY.09.09MYSB0O23 MT-L.
55"01B.CN.10.HNCS102056 MT-L...
56 rEx.FR.IO.URFS Eatlent AM--L.
57”BC.CN.09.09YNLX ng MLN- .
58”01B.MY.09.09MYPR3 S-L..
5 1B.CN.09. 09LNA423 MLSL. .
60_BC.IT.1 LGS. .
61 BC.CN.1 JLIBOOIG MLDL.
62 BC.CN.10, YNF #SL...T
63”02A1.RU.10.10RU6637 M-TL...E
64 BC.CN.09.YNFL. LDL. ..
Gsirgx.CN. 0.YNFLO1 M--L...V
67_01B.CN.11.ANHUI HF115 MT-L...E
68" 01B.CN.11.ANHUI WH73 MT-L...E
6 1B.JP.05.05JPMYC113SP42@MT-L. . .E
“BF1.BR.10.10BR_PE004 M-SL...L
71" BF1.BR.10.10BR”PE0O8 MP-L...Y
72°BF1.BR.10.10BR_MG002 MT-L...Y
74”01B. MY 19 10MYPR268 MS-L...Q . e
.BE.87.Al MHHR. . .D. L--IIISALLF-.NVIL-GFILRK-LEQKE-DRKERE-LERLR-IR-IRD. .EQ... DLVL..SHGF.DNPMFEP-
.CM.98.98CMA104 MHYR...D. L-LIIVSALLL-.NVLL--FILRK-LEQKK-DRRERE-LERLRKIR-IKD.--DY--NEEE.EQ... DLI-..SHGF.DNPMFEL-
.CM.98.98CMABB141 MLHR...D. . LLLITISALLLT.N-IL-MF-LRK-LE-KK-ERRERE-LERLRXIR-IRD.--DY--NEEE.EQ. .. DHLV- . .TFGF.ANPMFEI -
.CM.98.98CMABB212 MHQR. . .D. .o LILI-VSILCL-.C-L--TFNLRK- LEHRK DKRERE-LERLR-VR-IRD. - -DY--XGEE.EQ.. . .
.CM.98.98CMU533