AGM Sequence Summaries

LOCUS COMMON ACCESSION LENGTH REGION FIRST AUTHOR REFERENCE
SIVREV AGM9063 L40990 9815 complete genome Hirsch,V.M. JVI 69: 955 (1995)
Comment: Pathogenic (in macaques) AGM strain from a naturally-infected vervet monkey.

SI1U26300 pamG31 U26300 418 LTR Bibollet,F. Unpublished
Comment: AGM sequence?..no information available at this time.

SI1U26299 pamG31 U26299 818 nef Bibollet,F. Unpublished
Comment: AGM sequences?...no information available; other nef sequences have accession numbers U26297 and U26298
S1U10897 bab2010 u10897 908 env Jin,M.J. JVI 68: 8454 (1994)
Comment: AGM vervet viral sequence taken from a zoonotically infected baboon. See also U10899 for a gag sequence from this
virus.

S1U28626 P87 U28626 534 env (V3-V5) Mueller,M.C. Unpublished

Comment: Accession numbers U28506—U28640. AGM sequences.

S1U21093 U21093 767 nef Jubier,V. JVI 69: 7349 (1995)
Comment: Sequences from AGM sabaeus monkeys from Senegal. For other nef sequences from this study, see accession numbers
U20811 and U20813. For tat, vpR and Rev sequences, see accession numbers U20812, U20814, U20965-U20968.

I-C-60
DEC 95



