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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer 0: FNLPPVVAKEIVASCDKCQL Integrase(26-45)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer1: EWRFDSRLAFHHVARELHPE Nef(182-201)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer2: YNVLPQGWKGSPAIFQSSMT RT(146-165)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer 3: SPAIFQSSMTKILEPFRKQN RT(156-175)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer4: KILEPFRKQNPDIVIYQYMD RT(166-185)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer5: DIQKLVGKLNWASQIYPGIK RT(256-275)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer6: EVLKYWWNLLQYWSQELKSS gp160(791-810)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer 7: LGQLQPSLQTGSEELRSLYN p17(61-80)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched

21
DEC 2000



Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer8: GSEELRSLYNTVATLYCVHQ p17(71-90)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Study Subject 1D:00RCH85

Study Subject Clone:

Study Subject HLA:A30,B42,Cw17

Sequence: Known reactive 20Mer9: MFSALSEGATPQDLNTMLNT p24(39-58)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004
B42 B*4201,B*4202

Possible Epitopes based on anchor residues
Anchor Residues Sear ched
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Thistable lists epitopes that are experimentally observed to be presented by a HLA type carried by the patient, but the defned epitope has substitutions
relative to the peptides from your reference strains and so might be missed by your reagents: in HXB2 for Gag, Pol; MN for Env; BRU for Nef, relative
to most B clade Sequencesin the database:

Protein Epitopein Database Epitopein Ref. strain Epitopein Consensus B HLA Notes
gp160(704-712) IVNRNRQGY IVNRVRQGY IVNRVRQGY A*3002
gp160(794-802) KYCWNLLQY KYWWNLLQY KYWWNLLQY A*3002
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Table 1: gp160

HXB2 Location Author Location Sequence Immunogen Species(HLA) References
gp160(704-712)  gp160(704-712 LAI) IVNRNRQGY human(A*3002) [Brander & Goulder(2001),
Goulder (2001)]
e C. Brander notes this is an A*3002 epitope
gp160(794-802)  gp160(794-802 LAI) KYCWNLLQY human(A*3002) [Brander & Goulder(2001),

e C. Brander notes this is an A*3002 epitope

Goulder (2001)]
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Table 2: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 3: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 4. All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 5: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table6: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 7: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 8: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 9: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 10: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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Table 11: All Defned Epitopes within the 20mer, regardless of HLA type

HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

Integrase(28-36)

Pol(743-751 SF2) LPPVVAKEI HIV-1 infection human(B*5101) [Tomiyama (1999)]

e HLA-B27, -B51, and -B57 are associated with slow progression to AIDS, while HLA-B35, -B8, -B24 are associated with a rapid
progression to AIDS (Nat. Med. 2:405, 1996;Lancet 22:1187, 1986;Hum Immunol 22:73, 1988;Hum Immunol 44:156, 1995)

e 15% of Japanese populations carry HLA-B51 while HLA-B27 and -B57 are detected in less than 0.3%

o Of the 172 HIV-1 peptides with HLA-B*5101 anchor residues, 33 bound to HLA-B*5101, seven of these peptides were reactive with
CTL from 3 B*5101 positive individuals, and six were properly processed

e Four of the six epitopes were highly conserved among B subtype sequences — LPPVVAKEI is highly conserved
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024 CTL Map s
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pP2p7/plp6 CTL Map
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Protease CTL Map
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60 70 80 90
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RT CTL Map

B51
B*5101
broad
A2
B8 A*0201
. A2, B61 . ! B*0801 ! A10301 .
PISPI ETVPYKLKPGMDGP%VKQWPLTEEI?I KALVEI CTIT_MEKEGK 1 SKI|

10 20 30 40 50
. Cwa

_b;(l)ad . A3
GPENPYNTPYFAI KKKDST}|<WRKLVDFREI|_NKRTQDFWEYQLG 1 PHPAGLI

60 70 80 ) 100

B*5101, B24

PR V. v SN
A*0201
cwa B51
B3j B*5101
B35
cw4 A2
’ Cw4 B3501,B35
A B*3 OL B*350]L
KKKKSVTVLI?VGDAYFSVPLlDEDFRKYTAITTI PSI NNETI?G | RYQYNVLFl’
110 120 130 140 150

B*0301
A33
A3.1
A3
All
A*[101, A3, A*0301,|A*6801
A*1101
A*0301 A*0201
| B7 | A2, A*0202

B35 A2

B*3501 A*0201
B7 BB5

B7 ‘ 5343501 ‘

’ B1510[L A*300R ‘ A3
QGWKGSPAIFQSSMTKILEPFRKQNPD IV 1YQYMDDLYVGSDLE IGQHRT
1!30 17|0 18|0 19‘0 2(|)0
B44 B57
o B*4001 B*5701, B*5801
A2 B*5701
B A2 B*5701

K1 EELRQHILITRWGLTTPDKll('HQKEPPFLWI\{IGYELHPDKWTVQEI VLPEKD|

210
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230
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250



B42

A26

— 2%
B*4201,B42
B*4201
_, B*5701, B*5801 | A3
_B7 A*3002 B35, B51
_B15701 Bw62 B35
_B5701 . B*1501 B*3501
SWTVNDI QKITVGKLNWASQ I| YPGI KVRQL(}KLLRGTKAL'I"EVI PLTEEAI%
260 270 280 290 300
A2, A*0202
A2
A*0201
A*02
_, B35B51 Bw62
35 B*1501 ‘ A*1101
_BF3501 ‘ A*0201 ‘ ‘ ALl
LELAENREI ITKEPVHGVYYI?PSKDL 1AEI (?KQGQGQWTY(? I YQEPFKNLIT
310 320 330 340 350
B*5701 B*5801
B70 ‘ B*5701 . B
_All A28, A*6802 ‘ A13201

TGKYARMRGAHTNDVKQLTEAVQKITTES IV IWGKTPKFKLP IQKETWET
\ [ | \ |
360 370 380 390 400

S —
n A28
B45
A*6802
B35, [B51
B34
B44 B73501
_A*3201 . A2, B35 |, | |A29
WWTEYWQATW I PEWEFVNTFl’PLVKLWYQLI%KEP 1 VGAETI‘:YVDGAAN RE'Il'
410 420 430 440 450

pl5 RNase start <-

A21 BBz
A2 cws
A2 Bl4
KLG KAGYVTI\‘IRGRQKWTL'Il'DTTNQKTEL(?A | YLALQDSC‘SLEVN IVTDS?
460 470 480 490 500
__ B14,B*1402
__Cws, . A*101
__Bl4, A2 B7
YALGI 1 QAQF"DQSESELVN(? 11EQLI KKE%VYLAWVPAHH(G | GGNEQVDI$
510 520 530 540 550
LVSAGIRKVL

-> p1l5 RNase end
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Integrase CTL Map

. B*5101 ‘
FLDGI DKAQI?EHEKYHSNWI?AMASDFN LPFl’WAKE 1 VAS(.‘TDKCQLKG EAI\{I

10 20 30 40 50
 A*2402 A*6802

HGQVDCSPG IWQLDCTHLEGKV ILVAVHVASGY I EAEVIPAETGQETAYF
\ | [ \ |

60 70 80 90 100

A*6802
LLKLAGRWPYKTI HTDNGSI\IIFTGATVRAA(FWWAG 1 KQEF(‘B 1 PYNPQSQG\II

110 120 130 140 150

A*1101

—B5

B*5701_>‘
VESMNKELKH( 11 GQVRDQAITZHLKTAVQMA\I/F | HNFKRKGG‘ IGGYSAGER I|
160 170 180 190 200

A2

A*0201
VDIIATDI Q'I"KELQKQ ITK II QNFRVYYRDSlRNPLWKGPA}‘(LLWKGEGAVY

210 220 230 240 250
1QDNSDI KVYPRRKAKI I RI?YGKQMAGDDCIVASRQDED
260 270 280

Rev CTL Map

B*5801

B*5701 ’
MAGRSGDSDIT:EL IRTVRLI IfLLYQSNPPPI\IIPEGTRQARRI\‘IRRRRWRERQFIQ

10 20 30 40 50
cws
B14, Cw8
‘ Al ‘ B14
QIHSISERI ITGTYLGRSAEITVPLQLPPLEFIQLTLDCNEDCC?TSGTQGVGSFI’
60 70 80 20 100
Ql LVESPTVITESGTKE

110
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gple0O CTL Map

—t—

B55
B*5501
Cw7

B*0301

A3.1

A3

A*

0301

A11 and A*6801

A2.1

A2
B4 BRB5
B8 B1440p B3p01
’ B*0801 . A1l .
MRVKEKYQHITWRWGWRWGTI\{ILLGM LMI CSAl\TEKLWVTVY\‘(G VPVWKEAT'lr
10 20 30 40 50
<- gpl20 start
B38
A*2402 B35, B51
_@55 B35
j 5501 B*3501
B35 A*3501
§> 3501 . B?_>I
TLFCASDAK/‘AYDTEVH NVWAl\THACVPTDPI\llPQEVVLVNVTEN FN MWKNDl\lll

60

70

80

90

100

A2.1 A2.1

PR R
VEQMHEDI I S‘LWDQSLKPC\I/KLTPLCVSL%CTDLKNDTNTNSSSGRM 1 MI:T

150

110 120 130 140

A2.1
Cw8 A2

Cw*08 ‘ A2
KGEI KNCSFI\‘I ISTSIRG KVQlKEYAFFYKLI? 11PIDN DTTS‘)YKLTSCNTS\{

200

160 170 180 190

A29

A29

A2 | | A2 cws
ITQACPKVSI‘:EP 1P1 HYCAFl’AGFAI LKCNl\llKTFNGTGPC'I"NVSTVQCTHCla

250

210 220 230 240

B35

B*3501

B*0702

,_B*07
B7 . . AD
1 RPVVSTQLITLNGS LAEEE\I/V IRSVN FTDI\IIAKT 11 VQLNTSVE 1 NCTRPI\II
300

260 270 280 290
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A*2402

A2, AB
A2
All
B7
B7?
B7 B27
B*0702 H-2d
B*07 AR
A2 A*0P01

Patr-B*14

CD4+ CTL

NNTRKRIRI (?RGPGRAFVT II GKl1 GNMRQAI-||CN I SRAKWNI\HTLKQIASKLI?

340

A*2402

310 320 330
Cw4 ||
A29
AR
Cw4
C*0401
B63,B15
B15
B*1516
M CTL A2 AR

EQFG‘NNKTI I‘FKQSSGGDlPIT:IVTHSFlNCGCIBEFFYCNSTQI‘_F

360 370 380

390

350

NSTWFNSTVY

400

A2

A2
Ll AR
A29,A32
A*3201
B15101
DR4 GD4+
AD
. CD4DRA | Mamu A*01
STEGSNNTE(‘BSDT ITLPCR I| KQIl NMWQK\I/GKAMYAPP | S‘GQ IRCSSN I'II'
410 420 430 440 450
‘ A2
GLLLTRDGGI\‘ISNNESE | FRFI’GGGDMRDNWFIQSELYKYKW}‘G EPLGVAPTIf
460 470 480 490 500
A2_,
AKRRVVQREH(RAVG 1 GALFLIGFLGAAGSTl\lﬂGAASMTLTV(‘)ARQLLSG I V(T)
510 520 530 540 550

gpl120 end <> gp4l start
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B8

om0
B*0801
A*2402
Cw
(_ B27
A*2402
A*2402
A*240P
B14, B*1402
B14
B*1402
B51 B14
B15 DPw4.2
B*5101 — CD4+ CTL(DR41 ‘
QONNLLRAIEAQQHLLQLTVWG IKQLQAR I LAVERYLKDQQLLG IWGCSG
560 570 580 590 600
B35
B*3501 l
KLI CTTAVPVYNASWSNKSLIT:Q 1 WNHTTWMIT:WDRE 1 NNYTS‘L IHSLI EES(T)
610 620 630 640 650
A2.1
P ST N
. A2.1_>‘ .<—A2
NQQEKNEQEITLELDKWASL\I}INWFN ITNWLVYYI KLFIM IV(‘EGLVGLR IVFA|\
660 670 680 690 700

A*3002
32

A2 ‘ ‘ A2

| A2 .

VLSI VNRVR(‘QGYSPLSFQTI‘llLPTPRGPDRI?EG | EEEGGESDRDRS | RLVl\ll

710 720 730 740 750
A*6802
ABL
AB
A*3101 A*3002
A*0801 B27
A2.1
| A*2a02 B21 —
A2, . AILJ B*2705 ‘

GSLAL |WDD|‘_RSLCLFSYH|$LRDLLL | VTFIQ |VELLGRRGV‘\/EALKYWWNL|T

760 770 780 790 800
A30, B8
D -7
A2 B7
A2.1 BS
A2 B*5101
B7
B*4001 A21
B35
2.1 A*0201 A2

_Ar300 . B6O . A2 . B*0702
QYWSQELKNS‘AVSLLNATA || AVAEGTDRVlI EVVQGACRAl‘ RHIPRRI RQC|5
810 820 830 840 850
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e, Nef CTL Map

A30, B8

_, B7

_| Bro702 ——
B*0801 ‘
B8 MGG KWSKSSY | GWPTVRERl\flRRAEPAADR\I/GAASRDLEKl-‘iGA | TSSNTAPI\
____B% 10 20 30 40 50
LERILL

-> gp4l end
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TNAACAWLEA‘QEEEEIVGFPYTPQ

60

A*0201

B*0702
. A*1101 o B49
B35 B35
B*3501 B18
A3 B*1801
All B7,B*4101
B35 or C4 B7(B*B101)
A2
B27 B37,B57
,
N B27
B*0301 B15
A*2402
A3.1l B*5701
A*240P
A3, All, BBS B*3701
B18
A3 Bw62
Bb7
All B*4001 Bw62
B1§
A*0301 B60 B*1501
Al, B8
BB5 B8 B17, B37
] g*57
B7 B*0801 B57
BY
B*0y02 A3l BlL7
Bl
B35 B35 or|C4 B
B17 B14P0[L
B#3501 B34 B7
BY
BB5 AR Al B8 Al
BY Bwp2 _@FO ‘ B*270 B*5701 B0f0R
o ALl Al B8 IHSQRRQDILDL TQGYFPDXQNYTPGPGVRYPLTFGWCYKLVPVEP
= | | | | |
| 110 120 130 140 150
B1350[L A*1101
BY All
B10Y0R C710802(Cw8)
AL B C*080p
VPLRPMTYKAAVDLSHFLKEKGGLEGL
| | |
70 80 90 100
47
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[Brander & Goulder(2001)] C. Brander & P. Goulder. The evolving £eld of

A3 HIV CTL epitope mapping: New approaches to the identi£cation of novel
. .
epitopes. HIV Molecular Immunology Database pages 1VV-1, 2001. Notes:
A2, A*0202, A*0201 This review article in the annual HIV Molecular Immunology Compendium
A2 presents the table of Optimal CTL Epitopes that has been curated by Brander
and others for several years.
22— [Goulder (2001)] P. Goulder, M. Addo, M. Altfeld, & et al. Rapid de£nition of
B35 or G4 £ve novel HLA-A*3002 restricted HIV speciEc CTL epitopes by intracel-
lular cytokine staining and Elispot assays. J. Virol 75(3):1339-1347, 2001.
B35 (Medline: 11152507).
Bal [Tomiyama (1999)] H. Tomiyama, T. Sakaguchi, K. Miwa, S. Oka,
B35 A. lwamoto, Y. Kaneko, & M. Takiguchi. Identi£cation of multiple HIV-1
CTL epitopes presented by HLA-B*5101. Hum Immunol 60:177-86, 1999.
AZ5 (Medline: 99253871).
A2)|A25(A10
AL, B8
A2
| AT0201 . Al
DKI1 EEANKGI|ENTSLLHPVSIl_HGMDDPERE\llLEWRFDSRLﬁl\FHHVARELHI?
160 170 180 190 200
Al .
EYFKNC
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