Synopsis SF 2004

Introduction - 10 min





Sequence Database


	Brian Gaschen - 30 min


		Basic sequence search interface and on-the-fly alignments


		Geography search interface


		GeneCutter - processing nucleotide sequences


		N-glycosite - infer N-linked glycosylation (if time permits)


	Thomas Leitner - 30 min


		HIV database alignments and subtype reference sequences


		Comparing “new” sequences with our reference sequences


		Build a simple neighbor joining tree through the web


		Using the new RIP tool for recombination analysis


	Brian Foley - 10 min


		3D views of HIV macromolecular structures





Break - 15 min





Immunology Database


	Bette Korber - 30 min


		HIV/SIV sequence locator tool


		CTL search page


		Ab search page


		Epitope maps


	Karina Yusim - 30 min


		Peptgen - list peptides for reagent development


		Motifscan - find HLA anchor residues in a protein sequence


		ELF - epitope location finder





Vaccine Trial Database


	Brian Foley - 25 min


		SHIV maps


		SIV alignments


		Vaccine database searches








