HIV2/SIV VPX

<- vif cds
CONSENSUS-A MTDPRETVPPGNSGEETIGEAFxWLDRxVEAINREAVNHLPRELIFQVWQRSWRYWHDEQGMSxSYTKYR
ROD A--N-T E------ 70
NIHZ
ISY
ST
BEN
CAM2 e E---A----T Q------ 70
D194 E----T
GH1
KR -A---K------G--V------A--E-M DL---Q------ 70
MDS A EQ——A————T T------ 70
ucz2 - R---mmmmmmmee E----TI--L L-S------ 70
CONSENSUS-B M. DPRERVPPGNSDEETVGEAFDWLERTITELNRVAVNHLPRELIFQVWQRSWAYWREEQGMSISYTKYR
UC1l - | C S------ 69
D205 - A 69
EHOA e G-------- E---T-LEH K 69
CONSENSUS-SD MsdPRErIPPGNSGEEtheaFeWLnRTvEeINReAVNHLpRELIFQVWquWEYWHDEqGMS’>SYtKyR 69
MM251 Q--V--- 70
MM1A11 P--V--- 70
MM32H V Q--V--- 70
MM316S P--V--- 70
MM239 P--V--- 70
MM142 Q------ 70
MNE Q--V--- 70
SMMPBJ D--D A R M---V/=----- 70
SMMH9 “XX==X=mmmmmmme XX--X-D--H--X--=--A--=--X---=---- R-X------- M---V----x- 70
SMMH4 K A R M---E------ 70
SM62A G---A R M---E------ 49
CONSENSUS-STM MSDPRERIPPGNSGEEAIEEAFEWLHRTVEDINREAVNHLPRELIFQVWRRSWEYWHDEQGMPGSYVKYR
ST™M 70

CONSENSUS-A  YLCxMQKAMFIHFKKGCTCLGGGHGPGGXxWxRPXGPPPPPPPGLVX 116
ROD ---lI---VYM-VR------- R------ \mimm e meeeae 113
NIHZ ---LI-M--YM-A-RDG-----#---E-.-.-S# 112
ISY ---L----V-M----o-- R-E------ R R 113
ST -—L S-R -.-S. 113
BEN ---L----1-T---R----W-EDM-RE-#-#--#------------ 113
CAM2 113
D194 113
GH1 113
KR 111
MDS 112
uc2 $ 112
CONSENSUS-B YLLLMQKAMFVHYTKGCRCLQEGHGPGG W.RS.GPPPPPPPGLAX 112
ucC1 R 112
D205 - 112
EHOA --C-oeeees I- FA---G--R --------------------- $ 111
CONSENSUS-SD YLCLIQKAIFmHCKkGCRCLGegHgAGG W.Rp.GPPPPPPPGLA? 111
MM251 M X 113
MM1A11 RX X 113
MM32H X X 113
MM316S R $ 112
X
X
X

MM239 e 113

MM142 R 113

MNE - 113

SMMPBJ e M--eeeaenenn GE----- - - mmmmmmeeees X 113

SMMH9 e GE--=--.=.== =mmmeees X 113

SMMH4 e V-mmmmnmeenn E--mm-mi=T immmmmmmeees X 113

SM62A - V---R------- E-E---.-.-T.----mmme- $ 91

CONSENSUS-STM YLCLIQKALFMHSKRGCRCLGEGHGAGG.W.RP.GPPPPPPPGLAX 113
STM - 113

11-B-20
DEC 95



